
S5 Fig.

A

ctrl. u22 a b ctrl. u22 a b ctrl. u22 a b ctrl. u22 a b

wild-type iL3 unc iL3 #1 unc iL3 #2 unc iL3 #3

a bu22

#3

Ss-unc-22 Ss-rgr-1

B

Ss-unc-22 genomic region

u22

a

b

Ss-unc-22 site #3 region

10 kb upstream

10 kb downstream

660 bp

525 bp

500 bp


