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FAM83D, A microtubule-associated protein, promotes tumor
growth and progression of human gastric cancer

SUPPLEMENTARY MATERIALS
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Supplementary Figure 1: (A) Representative photographs of FAM83D location in different stages of mitosis are shown. (B) AGS cells
transfected with siRNA-1,-2,-3 was analyzed by Western blot. SIRNA-1 was chosen for the following experiments. (C) FAM83D protein
expression in HS-746T, AGS cells transfected with FAM83D lenti-virus and SGC-7901, AGS cells transfected with siRNA was quantified
with Western blot. (D) Western blot analysis of N-cadherin and vimentin indicates epithelial-mesenchymal transition (EMT) in FAM83D
upregulated cells compared to control cells and knockdown groups.



www.impactjournals.com/oncotarget/ Oncotarget, Supplementary Materials 2017

- SGC-7901/FAM83Dsi3
-o- SGC-7901/FAMB3D-NC

25 SGC-7901 AGS
T 20 H
£
3 15
= - e
% 1.0 1000, W FAMB3DS3
s
8 os 800
600
D R & | R -
= AGS/FAMB3Dsi3 - S
-e- AGSIFAMB3D-NC 2 0
25 § SGC-7901 AGS
T 20 =
= 1.5-
i
8 os
C @B SGC-7901/siNC
o 0, ™ SGC-7901/FAM83Dsi 3
{] 3
= & .
§ 20-
o
" e iz ‘ GoIG1 s G2m
SGC-7901/FAM83Dsi3
& @B AGSIsINC
80, W AGSFAMB3Ds3
| {
£ !
.
R v
| 20
e » ) " rs ® -
o 2 GOIG1 s Gam
AGS/siNC AGS/FAM83Dsi3
D SGC-7901/siNC  SGC-7901/FAM83Dsi3 AGS/siNC AGS/FAM83Dsi3
-
z o3, W8 FAMBIDSS
g
06
H
§ 04
I ﬁ 02
. §
- ¢ 0.0
$GC-7901 AGS
SGC-7901 AGS
E 9} 9}
P4 £
£ 5
o 3
a8 a8
m m
© ©
= =
< | 2
= =

Supplementary Figure 2: Knock down FAMS83D by siRNA-3 suppressed GC cell proliferation and metastasis. (A and
B) SGC-7901 and AGS cells transfected with FAMS83D siRNA-3 and controls were subjected to CCKS assay. Photographs and histograms
of colony formation assay demonstrated the number of colonies, *P < 0.05, **P < 0.01. (C) Flow cytometry analysis was performed on
SGC-7901 and AGS cells that were transfected with FAM83D siRNA-3 and control siRNA. (D and E) Wound healing assay. Microscopic
observations were recorded 0 and 48 hours after scratching the cell surface. Transwell assay (100x). Representative photographs of migrating
or invaded cells on membranes with or without Matrigel are shown. Histograms showed the numbers of migration cells and invasion cells.
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Supplementary Table 1: The sequence of siRNA. 3 siRNA sequences was chosen from published articles
Sense (5°-3°)
GCAGUAACUUGGUAAUUCUTT
CCUCUACUGUUAGUGAGGAdTIT
CCAGGATAGCAAGCTCTCAAA

FAMS83D-sil [1]
FAMS83D-si2 [2]
FAMS83D-si3 [3, 4]
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Supplementary Table 2: Primers

Sense(5°-3%)
FAMS3D Forward CTCTTCGGGCACCTACTTCC
Reverse ACCACTGCAATCACCTCTCG
GAPDH Forward CCCATCACCATCTTCCAGGAG

Reverse CTTCTCCATGGTGGTGAAGACG




