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Table S1: LCS-TA results for predicted models of 4R4V structure in the sequence-independent mode.

MCQ threshold 50 10° 15 20° 25° >30°
Model LCS MCQ LCS MCQ LCS MCQ LCS MCQ LCS MCQ LCS MCQ
Adamiak_1 4 4.61° 10 858 25  14.79° 25  19.52° 138 24.89° 185  26.80°
Bujnicki_1 4 4.43° 13 921° 39  1452° 176 19.96° 185 20.33° 185  20.33°
Chen_1 0 n/a 6 8.64° 14 1459 24 19.69° 41  24.77° 75  29.95°
Das_1 5 4.45° 14 979> 25  14.01° 64  19.88° 185 23.09° 185  23.09°
Ding_1 0 n/a 12 949 34 1483 91  18.98° 185 22.00° 185  22.00°
Dokholyan_1 0 n/a 10  9.63° 26  14.90° 55  19.90° 181 24.91° 185  25.43°
Major_1 0 n/a 6 9.41° 15  14.42° 23 19.80° 42 2498 63  29.84°

Table S2: LCS-TA results for predicted models of 4R4V structure in the sequence-dependent mode.

MCQ threshold 5° 10° 15° 20° 25° >30°
Model LCS MCQ LCS MCQ LCS MCQ LCS MCQ LCS MCQ LCS MCQ
Adamiak_1 0 n/a 7 9.72° 13 1438 30  19.96° 63  24.88° 185  26.80°
Bujnicki_1 0 n/a 11 9.59° 28 1462° 97  20.00° 185 20.33° 185  20.33°
Chen_1 0 n/a 5 9.88° 11  1497° 18  19.99° 29  24.99° 62  33.33°
Das_1 0 n/a 7 9.83° 14  14.85° 33  19.96° 185 23.09° 185  23.09°
Ding_1 0 n/a 12 949 34 1483 65 19.99° 185 22.00° 185  22.00°
Dokholyan_1 0 n/a 4 9.44° 14 14.41° 23 19.58° 118 24.96° 185 2543°
Major_1 0 n/a 0 n/a 11 1490° 16  18.45° 28  24.53° 63  29.89°



Table S3: LCS-TA results for predicted models of 4L81 structure in the sequence-independent mode.

MCQ threshold 5° 10° 15° 20° >25°
Model LCS MCQ LCS MCQ LCS MCQ LCS MCQ LCS  MCQ
Adamiak_1 0 n/a 13 947° 35  14.88° 86 1991° 96  20.89°
Bujnicki_1 8 497° 22 941° 43 1416° 96 17.04° 96  17.04°
Chen_1 0 n/a 8 965 21  14.82° 45 19.89° 96  23.07°
Das_1 6 498 18 987° 87 1488 96 1579° 96  1579°
Ding_1 0 n/a 13 985 35  1493° 95 1953° 96  20.87°
Dokholyan_1 0 n/a 9 933 18  1417° 59 19.94° 96  22.42°

Table S4: LCS-TA results for predicted models of 4L81 structure in the sequence-dependent mode.

MCQ threshold 5° 10° 15° 20° >25°
Model LCS MCQ LCS MCQ LCS MCQ LCS MCQ LCS MCQ
Adamiak_1 0 n/a 8 9.49° 27 14.84° 85 19.75° 96 20.89°
Bujnicki_1 8 4.97° 22 9.41° 43 14.16° 96 17.04° 96 17.04°
Chen_1 0 n/a 0 n/a 14 14.70° 45 19.89° 96 23.07°
Das_1 0 n/a 18 9.87° 87 14.88° 96 15.79° 96 15.79°
Ding_1 0 n/a 6 9.96° 23 14.76° 81 19.83° 96 20.87°
Dokholyan_1 0 n/a 5 9.32° 8 14.93° 31 19.73° 96 22.42°



Figure S1: LCS-TA results for predicted models of 4R4V in (a) sequence-independent and (b) sequence-dependent mode.
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Figure S2: LCS-TA results for predicted models of 4L81 in (a) sequence-independent and (b) sequence-dependent mode.
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Table S5: Longest segments found within example models of 4L81 structure in the sequence-dependent mode.

Model Longest segment location in the target and predicted models shown with reference to the sequence: LCS MCQ
GGAUCACGAGGGGGAGACCCCGGCAACCUGGGACGGACACCCAAGGUGCUCACACCGGAGACGGUGGAUCCGGCCCGAGAGGGCAACGAAGUCCGU

(@) MCQ threshold = 5°
Bujnicki_1  TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTToToTTTooTooooooooooooooooes 1111113 === 8 4.97°
Das_1 Feasible solution does not exist. 0 n/a
Dokholyan_1 Feasible solution does not exist. 0 n/a
(b) MCQ threshold = 10°
Bujnicki_1 ~ mTTmTmmmmmm oo 1111111111111111111111=============——————— 22 9.41°
Das. 1  mTTTTomommm oo 111111111111111111-————==—=—=——=—=———— 18 9.87°
0] 24210 177 T e 11111 ==mmmmm e 5 9.32°
(c) MCQ threshold = 15°
Bujnicki 1 ~ mTmmmmmommomomoomooo oo 1111111111111111111111111111111111111111111 43 14.16°
Das_l 1111111121212121221121211711212121222222222221424221222222222212142111111111212211111111111111111111111----==---- 87 14.88°
0] (101 177 11111111 ===~ 8 14.93°
(d) MCQ threshold = 20°
BaniCki_l 1111111112121021222421242422222222222222244222221222222224214421111121221212211114111111111111111111111111111 96 17.04°
Das_l 11111111121212122242124242222212222022222244222221222222224224421111212121212211114111111111111111111111111111 96 15.79°
Dokholyan 1 ~ —mmmmmmmeooomoommoooeooooooooooo 111111111111111111111111111111 1~ === mmmmmmmmmm - 31 19.73°




Figure S3: Results of (a) Bujnicki_1, (b) Das_1, and (c) Dokholyan_1 model comparison to the target structure (4L81) by RNAssess.




