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Supplementary Table 1: Information of fibroblasts for generating IN cells.

Description ID Sex Age
GM03440* Male 20
GMO05399 Male 1
Healthy control KYU-165% Male 21
KYU-166 Male 22
KYU-168* Male 61
KYU-176 Male 49
GM00622* Male 8
GM01633* Male 61
NF1 GM01639 Female 19
GMO01859* Male 41
KYU-101 Female 67
KYU-177 Female 35

(*Samples for microarray analysis)



Supplementary Table 2: Information of the primer and probe number for quantitative real-time PCR.

Species Target Position Tm %GC Sequence Probe#
HmET ¥ e -
human ANXA2 gig g;i gg jg 233;33;:;5;]:332233 * 8
Sy 3§ mmemew o
A R L
fm @ e .
w3 B e 2
human csF2 proi S o7 copamcacanoe :
human FAM1338 ﬂgg i;ii gg ésli gétégggtiﬁgg?;;giﬁ\?ﬁacqac 14
Th 5§ memeemas o
R "
i R S e e P
SE 3§ o .
human L3 271 - 208 o 61 cotceanatanedte &
im0 3§ o 7
human 3N 3054 2073 o 60 cgoceiceaciaoane 1
w2 2 e 5
human LOC200726 52__2 %G 23 Si f‘q?eféigigiiigfcﬁféta %
human MAP2 ran - o6a o o gggﬁgg:?ttgg;atf;?gnccnq 2
human MEX3D ?g? ?gg gg gé gggggg::ti?éggglc?qu 12
human MTRNR2LS 513 530 45 iammctmmenctior &
human Myc oo % % tactanamaceco 0
human NACAP1 209- 429 ® % et 00
human NFL 2385 - 2404 % 55 cocatcouccacatc !
human NFYCASL 25573 S 5 iGcoeontoaans K
human NRG4 284 307 S5 4 cgenticascoeccta 2
human OR4D10 463 - 422 P &
human PABPC3 1456 1476 0 % cacawmceaamsscal 5
human PSPHPL 206 425 B 45 iccccsmancoastnan 1
human RAVERL 2865 - 2663 6 47 licasaccacanantg *
human RBFOX3 796 817 S %5 asatacacccdienmes .
human RNF1135 1081 - 1102 s 45 foanacataccagacatan *
human RPL31 934:21315 gg gg tccqtigg(c:ggggt?(t:tt?ttqacnq !
human RPL32P3 134153 0 45 teammcacaticansn 3
human RPS10P7 154176 60 43 coantenctamcaleanta 83
human S100A4 211 - 232 S 41 sagehaetcacacat 1
human S100A5 ;Eg:ggg 28 ‘5“; gggg:gggsg?écca;g;f;qm 8
human SAMD3 082 - 1002 55 43 aoancloticcatsasaag e
human SET 2415 - 2434 0 % aacaccaaaicaionn &7
human SNRPD2P2 605 - 625 59 % coccamacamsanannic 10
human UNX 1896 - 1914 S5 6 acaceen o 7
human 2NFo0 390417 5 53 accasmgatacoat 18
mouse Fos 278 297 8 50 aaccocaasantce o
mouse Jun 109218 s 45 coassciocceanmac 2
mouse Mexsd 1607 1604 5 6l oocactcacatogeeat "
mouse N 10500 10041 59 36 commangeismantaooaca 68




Supplementary Figure 1: Simplified schematic of microarray analysis. Circles show 6
sample groups; healthy control fibroblast (HC-FB), NF1 patient fibroblast (NF1-FB), healthy
control iN cells (HC-iN), NF1 patient iN cells (NF1-iN), healthy control iN cells with forskolin (HC-
iN+FSK), and NF1 patient iN cells with forskolin (NF1-iN+FSK). Blue and orange double arrows
indicate the number of aberrant genes between two groups (circles). A yellow double arrow

indicates the number of overlapping genes between two blue double arrows.

Supplementary Figure 2: Quantification of mMRNA expressions by real-time PCR. There were
no significant changes on the expressions of 26 genes of Day-14 iN cells between HC and NF1
group. One-way ANOVA / Tukey’s test, n = 6 each group. Open circles show healthy controls and

filled circles and squares show NF1 patients.

Supplementary Figure 3: Quantification of AREs-including mRNA expressions by real-time
PCR. There were no significant differences on the expressions of 5 genes of Day-14 iN cells
between HC and NF1 group. Student’s t-test, n = 6 each group. Open circles show healthy

controls and filled circles show NF1 patients.

Supplementary Figure 4: Quantification of mMRNA expressions of Neuro2A cells by real-
time PCR. (A-D) Mex3d, Fos, Jun, and NfT mRNA expression level, respectively. Student’s t-test,
n = 4 each group. (E-F) Nf1 and Mex3d mRNA expression level, respectively. One-way ANOVA /
Tukey’s test, n = 4 each group. Open circles show control siRNA, filled triangles show Mex3d

knockdown using siRNA, and filled circles and squares show Nf1 knockdown using siRNA.

Supplementary Table 1: Supplementary Table 1. Information of fibroblasts for generating

iN cells.

Supplementary Table 2: Information of the primer and probe number for quantitative real-
time PCR.

Supplelmentary Table 3: Significantly different 149 gene expressions in NF1-iN cells

compared to HC-iN cells determined by microarray analysis.

Supplelmentary Table 4: Significantly different 90 gene expressions in NF1-iN cells

compared to NF1-iN cells with forskolin determined by microarray analysis.



