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Table S1. Percentage of nucleic acid contents in genes of B. bovis.

Organelles Genes A T C G AT CG Total 

Nucleus

18S rRNA 23% 27% 23% 27% 50% 50% 100%

Tubulin beta chain 30% 21% 26% 23% 51% 49% 100%

Arm/cat* 24% 30% 21% 25% 54% 46% 100%

Mitochondria
cob 26% 41% 14% 19% 68% 32% 100%

cox3 31% 40% 13% 15% 71% 29% 100%

Apicoplast
tufA 39% 31% 18% 13% 69% 31% 100%

clpC 43% 37% 10% 10% 79% 21% 100%

* Armadillo/beta-catenin-like repeat domain containing protein
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Table S2. Primers used in this study for qPCR.

Genes Sequences Description

18S rRNA
GGACGCCTCGTTACTTTGAGA

Internal control
AGGCGAAACCTGCTTGAAAC

Tubulin beta chain
CCTTATCCCCTTCCCCAGGT

Chromosomal gene
AGTGGTGCGAATCCGATCAT

Arm/cat*
TTCGTGAACAGGCTGTTTGG

Chromosomal gene
CGGGAGAGTCACCTGCGAT

cob
GGTTGGGCAATGCGTTATTT

Mitochondrial gene encoding cytochrome b
ATGTAGCATCATGAAAAAGAAGCAA

cox3
TGATGGTTCAAATAGAGCAGAAGATT

Mitochondrial gene of cytochrome c oxidase III
GTTAAAGCTACCCAGATTAATTCAACAA

tufA
AAAATATGATAACTGGTGCTGTACAAATG

Apicoplast gene for elongation factor  
GCATAGGACCGTCTGTTAAAGAAATA

clpC
GTTGTAAAGAGCATAAACAAGTCGTTTT

Apicoplast gene encoding chaperon protein
TGCCCCACTAGGACCACAAA

*Armadillo/beta-catenin-like repeat domain containing protein
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Figure S1. Development stages of CF– or DA–

treated B. bovis. Pair and single cell stages

were counted within 400 iRBCs. (a) Pair-cell

stage is considered to be a pear form of

parasites, and single-cell stage is considered to

be ring and degenerative forms of parasites. (b)

Percentage of pair- or single-cell stages at 36

hours. (c) Percentage of pair- or single-cell

stages at 48 hours. Asterisks indicate

statistically significant (P < 0.01** or 0.05*)

differences of percentages based on unpaired t-

test analysis.
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