Fig. S1 : Sequence alignment of MFSI promoter of Z. tritici field strains
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CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG
CCGATTGGGACTAGCTCATGTCTAGCTCGTCCCAATCGGGACTAGCTCAAAATCGTACCGGCGTTGGTCGAAAATTCTAGAAACTCTTCTTCTTCGAATTGTTTCTTTATCTGTCTACTG

GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
GTTTCGACGATTACGTCATCGATTACGCGTCCTACGTCATCGATTACGCGTCCTACGTCATAGATTACGCGTCTAATCGACGTATACGCGTATACAGAAGCTTCTAGATAGCTAGTAAAG
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