
b

a

CACGTACAGGACCTAGAAGGCGGCATCAGAAATGTGCTGCTGGCT--------------------------------TAG

G G I R N V L L A

1 nt delCACGTACAGGACCTAGAGGCGGCATCAGAAATGTGCTGCTGGCTT--------------TAG

H V Q D L E --------Stop

AH V Q D L E WA S E M C C

-------- 16 aa

L --Stop-- 6 aa

Mcl1  

sgRNA
target site

BH1BH3 BH2 TM

CACGTACAGGACCTAGAGGCGGCATCAGAAATGTGCTGCTGGCTT--------------TAG 1 nt del

1 nt del
AH V Q D L E WA S E M C C L --Stop--  6 aa

AH V Q D L E WA S E M C C --Stop-- 7 aa
CACGTACAGGACCTAGAAAAGGCGGCATCAGAAATGTGCTGCTGG--------------TAG

K
2 nt ins

Mcl1∆TM 
(clone 1)

Mcl1∆TM 
(clone 2)

GCCGCCGCCATCGTGTCTCCGGAGGAGGAACTGGACGGC
P E E E L D GA A A I V S

BH1BH3 BH2 TM

Mcl1 KO GCCGCCGCCATCGTGTCTC----------GAGGAACTGGACGGC
GCCGCCGCCATCGTGTCTCCG----GGAGGAACTGGACGGC

sgRNA
target site

CACGTACAGGACCTAGAGGCGGCATCAGAAATGTGCTGCTGGCTT--------------TAG

MCL-1  

MCL-1  

aa 301

PAMsgRNA sequence

PAMsgRNA sequence

5 nt del
2 nt del

aa 97 aa 109

Supplementary Figure 4 

c

sgRNA
target site

BH1BH3 BH2 TMBCL-2

PAMsgRNA sequence
CGACCTCTGTTTGATTTCTCCTGGCTGTCTCTGAAGACC----------------------------------------TGA

R P L F D F S W L ----------Stop----------- 20 aa
aa 204

S L K T

CGACCTCTGTTTGATTTCAGTTGCAGGACCACTTCTGCG---------------------------------TGA
R P L F D F S C R -------Stop--------- 15 aaT T S A

CGACCTCTGTTTGATGCTCAGCCTGGCCCTGGTCGGGGC------------------------------------------------TAA
R P L F D A Q ------------------Stop----------- 24 aaP G P G

26 nt del
R GBcl2∆TM

53 nt ins

Mcl1  

Bcl2


