Data S1: Select infection- and immunity-related Lh VLP protein alignments

(Related to Main Figures 2 and 3A)

A Two diedel-like Lh VLP sequences
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X.c-n.granulovirus 1 ILPKTGH.VMV|. LIRLY 1
D.virilis 1 IKLALIA.|SLSMALWIL|L RPSKILYKL. ... ueeneno. ANNGKDH
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D.simulans 1 IASPVV|SSILLLVGI|F S|L S 2 3 Y
M.s.entomopoxvirus 1 RIKILF .|I.LSIISLL GYTKIGFRTGYTYAIVNKEHERLSN. .AGK
H.v.ascovirus 1 IYTLLL. .|. . .|[L . VICAA LYTTVAFRTKYTYATANPEHERLSN. . AGK
i 5 10 15 35 40 45 50 55 60
VLP1l 43 NCSHFQATRHTNPFRKVEILYQNRPQVVIKIKVEGNEKP RKNNKYEIRK
VLP2 1 JRKKVSEDSRTTE .|S[Y[Y V[P
X.c-n.granulovirus 19 e e QROSERPILCKVKVENDLPNR .|-F[¥(®cK|-D
D.virilis 44 NCOT¥|GGKY + v v v v vt e e e e e e HNKETCEKKVeGN DGIV . [T R|GK|
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D.yakuba 34 S[Y KMDRG DCQDV..GGHGDYPLRICEV|T|I®AD {VAQV . TFE QIS
D.suzukii 34 TFKMDRG ECEDV..GGSGYNPHRICE|ITII®MAD c{VKQV .| |T|¥ QIAlS
D.melanogaster 34 EF[KMDRG DCEAV. .RATENYPNGCENVTII®AD {VAQL .|-|AlY Q=[S
D.simulans 35 . .EFKMDRG. .DCAAV. .RATENYPHGCEV|T|I®AD {VAQL .|-|AlY K||P
M.s.entomopoxvirus 53 HCIDF|GGDYN..TVDTS..YGRFDYENDCK|IEWV®GDRVHE .| [HY V[P
H.v.ascovirus 48 HCSDF/GADYN. .PLDQS . YGRNTYEGMCK[IKV, GD_RKHD._YYE RGP
65 70 75 80 85 90 95 100 105 110
VLP1 103 :IP_NSFKN KSIHGNDVMGV]. .[.]...H. ... ..
VLP2 61 SKKKEAPY RRASR. .NNY[YN.|ofe v v v v v
X.c—-n.granulovirus 59 EIQ NAAYNIYREKSG. . LY QAQPMVDFE . TDLSIW
D.virilis 89 ELP EATASIPREKHG. . YFNFE.YVGYA......
P.u.granuolvirus 82 EIE YGVYNIIREISG. . IQRAKP|IIDF.TDLSIW
D.yakuba 86 :LF EWSEDIIARKNQ. . KYGIH.IVDV.RRIP.L
D.suzukii 86 :LR DWTQSIIVQOKNK. .DYGIE.ILDV.VRIP.I
D.melanogaster 86 o LS| DWSQEVRRNQ. . Q¥|GI|Q.[I]IKV.TRLP .F
D.simulans 87 ELT DWSQDIVRRNR. . DY|GIQ.|IIKV.TRMP.L
M.s.entomopoxvirus 108 EIS NPVEERKILHAGKVEDVIR.V. . .L......
H.v.ascovirus 103 :IG_DAAAS KQIHTDKV\EDYH.A. ML
125 130 135 140 145 150 155
B A Lh VLP enhancin-like protein
VLP 1 EIMAKLIIFFILFSTANTIEDIIWNEE. .NKEVEIEAPLKNCSEYCKQPERMI .NWYNQ
Y.spp. L RO . e VITK SK .KIKILPYPEYLVKAGMSKG
L.ivanovii 1 JNOKNMFKKAFILIFLVALIGFFTMNDLKAEAATTIEK .KMNVILENPTIJLTKSGLSKG
i 3 16 18 26 28 30 35 40 as 50 58 60
VLP 58 EYHHHF IIVKKGSAIE IAK v KFFCQTKKEHK INLNVLLLKEVII
Y.spp. 28 [iD|[DRQHL{- IILAAGEM AEYKEKMKLYLIANDNKNTQRSIS. . . .. FNTDW
L.ivanovii 57 vl |D2QDL| VVLPKNZ—\T TSFT VLELMNNDQKTEQSYK. . . . .
65 70 100 105 11 115 120
VLP 115 IPDNDC[MESDSAKVRVTNTNFWIELPTFKSNDEDN%SK.AESDL. ...KL
Y.spp. 83 SVDAVS)\:FRINTPYSDGIIPE|T. IFEYPD. T|SKLLP VY[EKGED|2S IlgF ESWDKQNAE
L.ivanovii 112 TASVES\:JFRIRT TETKE .APKYV. EYRVST . DITKDLP VIEK QGDNEK KIFFEKWDK TKS A
128 1360 135 140 145 150 155 160 165 170 175 180
VLP 170 FEEI TQSSEEITTIKKENYELNDGLNQKKEKE GVGIERGLCNSKEI
Y.spp. 138 [F|V\E|SIENYV I[Tf# EVSKDRLKSF|STSGGT|. . . DT[VEIG SFN AGLSF
L.ivanovii 166 [FjL)yS KIQ VNDEPYLKKMNDFKS|I|. . . DALIAYND TM| ETY NGLS|F
185 190 195 =200 205 210 215 220 225 230 240
VLP 230 PHEEHEI LFLMEIRLKHTCH ..... PRHENQLIR. . IENTL . DQHSGKST@MLTEFG
Y.spp. 190 ORY|SDGNTRRYFAXAD|{GGGGAAY Y NNWIASSS|CSINTFAS|-NA . TNIGCHIT A
L.ivanovii 218 OKATDKNIPRIRYFAKADISGGGSAY YEGDYTAEKSE SVAEFIMKY . . . . GUIGGIAHETA
245 256 25% 266 2658 2706 275 280 285 2006 295 306
VLP 282 HY IDENLIGFGKVS % VLFQRT ....... EGEESMTTLNSEHETVVK
Y.spp. 249 3G G FZDiK FSTR IY\ACYQDVMLGAEKFNKGWLYNFGKQKEVEKSILN
L.ivanovii 274 SGNFMN FGPG IYEINTMEQKMLG . DNYIKGWLE|. YGNVP SREGLFEK
305 310 320 325 330 335 340 345 350 355 360
VLP 332 RYQEG.DVDKESSEEHFFE I HDDRILEEEHESQAEEVAE FEGKV.NPE
Y.spp. 306 NINNG.KEVNARGERS| 4AYF IML KAIVNC. FTHRNQT . Y| [ERK TDQSVGS
L.ivanovii 329 NVY| KKAPKT DLAD[SYML M KALNEA . FTYREINOA . Y| /AAANEGTLDTNPLLLD[L
365 370 375 386 385 390 395 400 405 410 415 420



B A Lh VLP enhancin-like protein (continued)
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C GH18 chitinase-like superfamily protein
(predicted Imaginal disc growth factor (Idgf)-like protein)
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D Lh VLP venom allergen-like protein
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E Lh VLP Bap31-like protein

IF70 S L. SN[e)

VLP 1 ASIF LYME T1} R [O}MINF NS VYT VLLATIAV
M.demolitor 1 ARIF L YE\E T)g KIR120 S|Lig = =ig#0 S 1. S N[6} VAF ML IATIAV
C.floridans 1 AleF' L YR\E T T OKILIFXE| R I@A0O ST SN[e] 243V I LLGTIHV
S.invicta 1 s T QEILIFXEIR)3AO S T NN(e} paVIILLG I
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D.mojavensis 1 YEWUN B FI R C gAML A Ofe) b4y F| L TMGVIAV
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D.mojavensis 61 . TDNISG . . EVHENVIHM[e]H|S FAMFLYLVI
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F Lh VLP knottin-like protein
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i 5 10 15 20 25 30 35 40 as 50 55 60
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G Lh VLP hemolymph juvenile hormone binding protein
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