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MLL2
BCL2
MYD88
HISTTH1E
PIM1
CREBBP
CARD11
SPEN
TP53
ARIDTA
TNFRSF14
SOCs1
CDKN2A
NOTCH2
ARID1B
GNA13
SETD1B
SMARCA4
SGK1
MGA
DUSP2
CDb70
ATM
BTG2
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STAT6
KLHL6
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BIRC6
IRF8
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B2M
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ARID5B
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ZNF292
FAM5C
EP300
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MLL3
MEF2B
MYC
TBL1XR1
DCAF6
DDX10
PAX5
GNAS
KLHL14
INO8O
RB1
CHD8
BTG1
CD79B
DNMT3A
FOXO1
PTPN6

Paired tumor/normals (N=400) Unpaired tumors (N=601)
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Frequency of mutated samples per gene
in paired tumor/normals



