
   

Supplementary Material 

Supplementary Tables 

An RNA Virome associated to the Golden Orb-weaver Spider Nephila 

clavipes 

Humberto J. Debat 1* 

1Instituto de Patología Vegetal, Centro de Investigaciones Agropecuarias, Instituto Nacional de 

Tecnología Agropecuaria (IPAVE-CIAP-INTA), X5020ICA, Córdoba, Argentina  

* Correspondence:  

Corresponding Author Humberto J. Debat debat.humberto@inta.gob.ar 

 

 

 

 

 

 

 

mailto:debat.humberto@inta.gob.ar


  Supplementary Material Debat 

 2 

Supplementary Table 1. Conserved domains and structural signatures of Nephila clavipes picorna–

like virus 1 (NcPV1) predicted polyprotein assessed by the NCBI-CD database v3.15, THHM  v. 2.0, 

PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  Garnier GOR. 
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Supplementary Table 2. Conserved domains and structural signatures of Nephila clavipes picorna–

like virus 2 (NcPV2) predicted polyprotein and additional gene products assessed by the NCBI-CD 

database v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  

Garnier GOR. 
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Supplementary Table 3. Conserved domains and structural signatures of Nephila clavipes picorna–

like virus 3 (NcPV3) predicted polyprotein assessed by the NCBI-CD database v3.15, THHM  v. 2.0, 

PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  Garnier GOR. 
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Supplementary Table 4. Conserved domains and structural signatures of Nephila clavipes picorna–

like virus 4 (NcPV4) predicted polyprotein and additional gene products assessed by the NCBI-CD 

database v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  

Garnier GOR. 
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Supplementary Table 5. Conserved domains and structural signatures of Nephila clavipes virga–like 

virus 1 (NcVV1) predicted replicase protein and additional gene products assessed by the NCBI-CD 

database v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  

Garnier GOR. 
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Supplementary Table 6. Conserved domains and structural signatures of Nephila clavipes virga–like 

virus 2 (NcVV2) predicted replicase protein and additional gene products assessed by the NCBI-CD 

database v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  

Garnier GOR. 
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Supplementary Table 7. Conserved domains and structural signatures of Rehmannia mosaic virus 

(Nephila clavipes associated strain – RMV (Ncas)) predicted replicase protein and additional gene 

products assessed by the NCBI-CD database v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, 

PROSITE Release 2017_07 and  Garnier GOR. 
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Supplementary Table 8. Conserved domains and structural signatures of Hubei virga-like virus 11 

(Nephila clavipes strain – HvlV11 (Ncs)) predicted replicase protein and additional gene products 

assessed by the NCBI-CD database v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE 

Release 2017_07 and  Garnier GOR. 
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Supplementary Table 9. Conserved domains and structural signatures of Nephila clavipes bunya–like 

virus (NcBV) predicted replicase protein and G protein assessed by the NCBI-CD database v3.15, 

THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  Garnier GOR. 
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Supplementary Table 10. Conserved domains and structural signatures of Nephila clavipes astro-like 

virus (NcAV) predicted fusion protein and putative capsid protein assessed by the NCBI-CD database 

v3.15, THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  Garnier GOR. 
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Supplementary Table 11. Conserved domains and structural signatures of Wuhan fly virus 6 (Nephila 

clavipes strain – WFV6 (Ncs)) predicted replicase assessed by the NCBI-CD database v3.15, 

THHM  v. 2.0, PHOBIUS, SMART, Pfam 31.0, PROSITE Release 2017_07 and  Garnier GOR. 
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Supplementary Table 12. FPKM values by sample of RNA–seq reads mapped to N. clavipes virus 

transcripts, assayed in two whole body spider samples, ten individual silk glands, two venom glands, 

and two brain isolates collected from four non-gravid females, Nep-5, Nep-7, Nep-8 and Nep-009..  


