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Fig. 2: Bayesian time-scale maximum clade credibility (MCC) phylogenetic tree estimated from Zika virus (ZIKV) Asian genotype genomic 
sequences using a symmetric phylogeographic model. Branches are coloured according to the most probable location state (geographic region) 
of their descendent nodes as indicated at the legend on the lower left. Numbers at key selected nodes represent the posterior probability supports 
of the clades. All horizontal branch lengths are drawn to a scale of years. See legend of Figure for taxon labels information.


