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S4 (a and b) Figs. Regional manhattan plots. (a) MTHFR 677 C>T variant or (b) Genetic risk
score associated 3 DMRs of IGF2/H19 genes containing 7 CpGs (green) from the 450k data; DMRO
“Chr.11:2,170,380-2,170,517” with 2 CpGs, DMR2 “Chr.11:2,154,113-2,154,414” with 4 CpGs and

H19-DMR3 “Chr.11:2,021,072-2,021,273” with 1 CpG.



