S1 Table. Cohort characteristics

MTHFR
Genotype GRS2 Age Gran Lym Mono
]3:;' Citl::jr{s N w;,l/?]en [Mean | [Mean [Mean [Mean [Mean g;‘;g} Pathophysiology
: wer | T | (SDI1 | (8D ()] (s.D)] (D)
CHARGE
consortium
416 8.6 109 | 59.86 421 2.42 0.42 Prospective, .
1| RS 729 540 1 303) | (63) | (019 | (8.16) (151) (0.67) (042) | population-based Mainly healthy
45.0 124 | 113 | 7910 | 46 | 017 | 002 0.54 Prospective, .
2 | LC1921 436 603 (196) 24) | (0.19) | (0.60) | (1.34) | (0.17) | (0.04) 171(112) (0.18) | population-based Mainly healthy
432 114 | 117 | 6960 | 45 | 017 | 004 0.53 Prospective, .
3 | LBC1936 905 494 (391) | (103) | (0.18) | (0.80) | (1.54) | (0.13) | (0.04) 1.90 (1.43) (0.19) | population-based Mainly healthy
45 106 | 111 | 60.98 0.33 0.10% | 016X | 002 | 0052 | o012 Prospective, ,
4 KORA 1799 | 511 779 | (183) | (018) | (8:89) (0.09) ©.07) | (006) | (002) | (003) | (0.03) | population-based Mainly healthy
58.9 182 | 112 | 664 0.49 0.10% | 019% | 002 | 004z | 013 Prospective, ,
5 FHS 2408 | 543 | 906y | (306) | (047) | (8.93) (0.09) 0.06) | (0.06) | (002) | (003) | (0.03) | population-based Mainly healthy
BIOS
consortium
RS-11-3/ 432 123 | 115 | 67.60 | 48328 | 2748 | 0688 39.66 7.19 Prospective, .
6 | Rsm-2 722 578 G12) | (89) | 019) | (598) | (7.04) | 0.73) | (0.18) (9.71) (130) | population-based Mainly healthy
48.0 118 | 114 | 5898 | 58148 | 263¢ | 0.64° 29.52 5.68 Prospective, .
7 LLS 739 SL71 3s5) | (87) | 018) | 670) | (793) | (117) | (0.25) (6.18) (1.16) family-based Mainly healthy
o LD " 7 44.2 9.9 113 | 4556 | 54158 | 293t | 0.548 3347 8.14 Prospective, ]
: 329 | 74 | ©17 | 1332) | (722) | (149) | (0.25) (7.10) (153) | population-based
418 | 103 | 112 | 3395 | 52508 | 281t | 0478 35.11 7.72
K NTR 691 685 | ooy | (1) | (018) | az11) | 766) | (121) | (0.41) (7.81) (2.08) - -
10 CODAM 161 453 43.5 12.4 1.14 65.40 40.67N 2.80E 0.758 51.11 7.95 Prospective, Mildly increased
’ (70) (20) (0.17) (6.77) (6.97) (0.63) | (0.20) (14.06) (1.63) Observational DM2 /CVD risk factors
Other
cohorts
48.1 11.7 1.14 43.77 4.58 1.87 0.32 . Patients with Venous
11| MARTHA | 349 785 | (168) | 1) | (018) | (14.09) (038) (0.62) (0.13) Retrospective Thromboembolism
488 | 209 | 115 | 397 0.56 0.04% | 022% | 010Y | 0107 | 008 o Mainly healthy,
12 FSL 211 S21 | 103) | (44 | 018) | (1680) (0.13) 004) | (008) | (005) | (003) | (003) | Fedigreebased probands with VTE

NNeutrophils, E Eosinophils, B Basophils (Imputed)
WCD8T, X CD4T, Y NK, % Beell (Imputed)




