S2 Table. Details of genotyping methods: Quality control of SNPs and imputation

Genotyping Imputation
Inclusion criteria Inclusion criteria
Platform Imputation Imputation
Sr. panel software
No. Cohort MAF Call rate p for HWE MAF Imputation quality
CHARGE
consortium
1 RS-III-I Nllumina / HumanHap 610 QUAD 21% 297.5% >106 10006 MACH 21% R220.3
2 LBC1921 Illumina / HumanHap 610 QUAD 21% 295% >10° 10006 MACH >0% Upl"?gteii"r‘:gh"“t
3 LBC1936 Illumina / HumanHap 610 QUAD 21% 295% >103 1000G MACH >0% Uplo?ﬁi;i":gthom
4 KORA Affymetrix Axiom 21% 298% >5%106 10006 IMPUTE v2.3.0 >1% NA
5 FHS Affymetrix 500K Dual 21% 298% >5%106 10006 MACH >1% R220.3
BIOS
consortium
6 1;551111132/ H}ﬁ?}fli : 7;\1‘“}:’;2’;‘; 52(1) 3’ SU%)O' 25% 295% >10+4 GoNL IMPUTE2 25% Info-score 0.5
7 LLS l}}il“nrﬁ;r;alL’g;';;?;;;;ﬁ;“gffﬁgﬁi; 25% 295% >104 GoNL IMPUTE2 25% Info-score 20.5
8 LLD lllumina C”It:l ;ﬂﬂié};’é& [llumina 25% 295% 104 GoNL IMPUTE2 25% Info-score 20.5
9 NTR Affy6, Epigen 25% 295% >10-4 GoNL IMPUTE2 25% Info-score 20.5
10 CODAM [llumina Human Omni Express 25% 295% >10-4 GoNL IMPUTE2 25% Info-score 20.5
Other
cohorts
11 MARTHA “iﬁl‘mi ::T;gfggyé%‘gdeBe‘;Z‘jci?;p' 21% 295% none 1000G MACH, Minimac >1% R2>03
12 F5L [llumina Human 660W-Quad BeadChip (Cijl’(l)t] 295% None 1000G IMPUTE2 >0% No filtering




