
Additional file 1. Representative ITC data of the interactions of
CuaA and CuaD with cellodextrins
Interactions of CuaA (A) and CuaD (B) with cellobiose are shown.
The top half of each panel represents the raw binding heats and the
lower half represents the integrated binding heats minus the dilution
control heats fitted to a single-site binding model. Insert presents the
binding parameters, with n designating the number of binding sites on
the protein.

BA

n = 0.647 ± 0.004 sites
KD = 27.47 ± 13.31 nM
ΔH = -8822 ± 112.4 cal.mol-1

n = 0.889 ± 0.003 sites
KD = 222.22 ± 23.07 nM
ΔH = -3.055 10 4 ± 154.8 cal.mol-1


