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Normalized fold expression

Additional file 2. gPCR analysis of mMRNA produced by WT strain

Total RNA was extracted from cultures of R. cellulolyticum grown in
minimal medium supplemented with 0.2% arabinose, cellobiose or 0.5%
cellulose as the sole carbon source. Normalization was performed using
the RNA16 gene. Error bars indicate the standard deviation of three
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independents experiments.



