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TTTGGGTCGGTGGCTCCATCCTTGCTTCCCTCGCTACATTCCCACAGATGGTTATCACCAAGGAGGAATACGACGAGGCTGGCCCATCCATCGTTCACCG
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Sequences accession numbers with the prefix MF are from our study, the other T. vaginalis actin sequences were retrieved from GenBank, and the suffix letter
indicates the assigned actin genotype.



