
Description of Additional Supplementary Files 
 
File Name: Supplementary Data 1 
Description: Sample information for the genetically unrelated individuals. 
  
File Name: Supplementary Data 2 
Description: Relative and absolute proteomic quantification by SWATH-MS. 
  
File Name: Supplementary Data 3 
Description: T21 associated RNA, protein, and protein degradation regulations. 
  
File Name: Supplementary Data 4 
Description: The Reactome processes significantly regulated due to T21 in twin samples and 
unrelated samples. 
  
File Name: Supplementary Data 5 
Description: Significant, overlapping biological processes after GESA analysis at mRNA, 
protein, and Kdeg levels. 
 
File Name: Supplementary Data 6 
Description: Enrichment analysis of GO biological processes for all the five segments evenly 
divided based on the T1DS/T2N fold-change of protein degradation. 
  
File Name: Supplementary Data 7 
Description: Enrichment analysis of GO cellular component for all the five segments evenly 
divided based on the T1DS/T2N fold-change of protein degradation. 
  
 


