TABLE S3 Gene mutations conferring increased fitness after 12, 24 and 48 hour incubation with human saliva.

Fitness in saliva, 12h Fitness in saliva, 24h Fitness in saliva, 48h

No. locus_tag gene name function Fold-change Fold-change Fold-change
1 M5005_Spy0024 purF amidophosphoribosyltransferase 1.546287816 1.620231323
2 M5005_Spy0077 adcR transcriptional regulator, MarR family 1.866940197
3 M5005_Spy0153 araD L-ribulose-5-phosphate 4-epimerase 1.560436139

4 M5005_Spy0160

5 M5005_Spy0196
6 M5005_Spy0197

7 M5005_Spy0201
8 M5005_Spy0218
9 M5005_Spy0247
10 M5005_Spy0249
11 M5005_Spy0250
12 M5005_Spy0252
13 M5005_Spy0271
14 M5005_Spy0272
15 M5005_Spy0273
16 M5005_Spy0300
17 M5005_Spy0408
18 M5005_Spy0414
19 M5005_Spy0418
20 M5005_Spy0536
21 M5005_Spy0539
22 M5005_Spy0701
23 M5005_Spy0751
24 M5005_Spy0752
25 M5005_Spy0781
26 M5005_Spy0872
27 M5005_Spy0939
28 M5005_Spy0940
29 M5005_Spy0941
30 M5005_Spy0942
31 M5005_Spy0943
32 M5005_Spy1056
33 M5005_Spy1061
34 M5005_Spy1307
35 M5005_Spy1399
36 M5005_Spy1400
37 M5005_Spy1401
38 M5005_Spy1431
39 M5005_Spy1527
40 M5005_Spy1538
41 M5005_Spy1544
42 M5005_Spy1612
43 M5005_Spy1682
44 M5005_Spy1683
45 M5005_Spy1692
46 M5005_Spy1699
47 M5005_Spy1726
48 M5005_Spy1727
49 M5005_Spy1728
50 M5005_Spy1754
51 M5005_Spy1807
52 M5005_Spy1818
53 M5005_Spy1857
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