Table S1. Mitral valve interstitial cell deformation (snapshots with strain). Mi, minor axis (micrometres); Ma, major axis (micrometres); AR, aspect ratio;
C, cytoplasmic; N, nuclear; AVG, average; s.d., standard deviation.
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¥Cytoplasmic AR is significantly higher than nuclear AR (p << 0.001) at hyper-physiological strain levels.

Table S2. Fold regulation for static (0%) group. Only samples that are above or below the fold regulation threshold of 2 are shown.
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Table S3. Fold regulation for the 20% strain group. Only samples that are above or below the fold regulation threshold of 2 are shown.
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Table S4. Fold regulation for the 30% strain group. Only samples that are above or below the fold regulation threshold of 2 are shown.
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