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Supplementary Fig. S1. Genomic organization of bacteriophage XacF1. A linear
genomic map (7,325 nt) is compared with that of E. coli phage M13. Arrows oriented
in the direction of transcription represent ORFs or genes. The functional mudules for
replication (R), structure (S), and assembly-secretion (A-S) are indicated. Red arrows
show positions and directions of PCR primers used in AXacF1 formation (P1 and P2 for
AXacF1 and P1 and P3 for AXacF1’.



XacKF1
ORF12/attP

Rolling — circle
replication
X XerC/D
attB (dif)
Host genomic DNA
attL/ORF12’ attR

. : Host genomic DNA - IZ. -

Supplementary Fig. S2. A model for integration/excision of XacF1 in Xanthomonas
citri. XacF1 integration occurrs by recombination between attP within ORF12 and
dif (attB) on the host genome by XerC/D recombinases. After integration ORF12 is
split into two portions (ORF12’) beside attL and attR. Red arrows indicate PCR
primers to detect integrated forms.



