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The systemic tumor response to RNase A treatment affects the 
expression of genes involved in maintaining cell malignancy

SUPPLEMENTARY MATERIALS

Supplementary Figure 1: Genes and components involved in oxidative phosphorylation.



www.impactjournals.com/oncotarget/ � Oncotarget, Supplementary Materials 2017

Supplementary Figure 2: Genes involved in the PI3K-AKT signaling pathway.
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Supplementary Figure 3: Genes involved in the MAPK signaling pathway.
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Supplementary Figure 4: Genes involved in the Wnt signaling pathway.
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Supplementary Figure 5: Genes involved in the TGF-β signaling pathway.

Supplementary Table 1: Up-regulated genes in tumor of mice with LLC after RNase A treatment (LC)

See Supplementary File 1

Supplementary Table 2: Down-regulated genes in tumor of mice with LLC after RNase A treatment (sorted by  
Value LC)

See Supplementary File 2

Supplementary Table 3: Upregulated transcription-related genes in tumor of mice with LLC after RNase A treatment 
(sorted by Value LR)

See Supplementary File 3

Supplementary Table 4: Down-regulated transcription-related genes in tumor of mice with LLC after RNase A 
treatment (sorted by Value LC)

See Supplementary File 4


