
α-SMA

E-CAD

HPRT

VIM

CAF-8   P+5      P+6       P+8      HMEC CAF-11   P+5        P+6         P+8      HMEC
α-SMA

E-CAD

HPRT

VIM

2015-07-30 14hr 51min 54sec+2015-07-30 14hr 50min 00sec

Printed: 30/07/2015 17:53 Page 1 of 1
Location: /Volumes/PAULINE

2015-07-31 11hr 26min 53sec+2015-07-31 11hr 26min 04sec

Printed: 31/07/2015 11:50 Page 1 of 1
Location: /Volumes/PAULINE

2015-07-31 11hr 41min 15sec+2015-07-31 11hr 40min 40sec

Printed: 31/07/2015 11:52 Page 1 of 1
Location: /Volumes/PAULINE

2015-07-30 14hr 59min 07sec+2015-07-30 14hr 58min 10sec

Printed: 04/08/2015 14:35 Page 1 of 1
/Users/Guillaume/Pauline_MAC/Doctorat/Data/Western-…/Chemidoc Touch Images 2015-07-30_14.59-VIMCAF15.18

CAF-15   P+5        P+6         P+8      HMEC
α-SMA

E-CAD

HPRT

VIM

2015-08-04 11hr 22min 45sec+2015-08-04 11hr 21min 50sec

Printed: 04/08/2015 11:55 Page 1 of 1
Location: /Volumes/PAULINE

2015-08-04 11hr 25min 48sec+2015-08-04 11hr 26min 56sec

Printed: 04/08/2015 11:57 Page 1 of 1
Location: /Volumes/PAULINE

α-SMA

E-CAD

HPRT

VIM

CAF-12   P+5        P+6         P+8      HMEC

A B

C D

 
 
Supplementary Figure S1.  



SK
BR

3
AU

56
5

Fold Change FC ≤ 0.5

CAF-8 CAF-15

CAF-11 CAF-12
55 25 

5 

6 16 

186 
88 18 

31 

10 17 

109 51 
23 12 

Fold Change FC ≥ 2

CAF-8 CAF-15

CAF-11 CAF-12
42 20 

2 

10 11 

558 
154 30 

77 

15 30 

109 100 
18 37 

Fold Change FC ≥ 2

CAF-8 CAF-15

CAF-11 CAF-12
10 49 

9 

16 28 

732 
191 6 

70 

4 31 

99 117 
9 57 

Fold Change FC ≤ 0.5

CAF-8 CAF-15

CAF-11 CAF-12
21 63 

11 

7 22 

250 
124 4 

99 

16 20 

177 118 
6 60 

Supplementary Figure S2.  



A

186 372 360

Genes upregulated by CAF-CMs

AU565
SKBR3

Leucocyte migration 

Cytokine-cytokine receptor

Hematopoietic cell lineage 

Jack-STAT signaling

Osteoclast differentiation

Phagosome

Metabolic pathway

Pathway in cancer

Regulation of actin cytoskeleton

MAPK signaling pathway

0      1       2       3       4 
Enrichment Score (-log10(Pvalue))

B

Supplementary Figure S3.  



●

●

●

●

●

●●

●

● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●
●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

● ●
●

●

●

●
●

●

●
●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●

●

●

●

●

●

●
●

●

●

●
●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

−2000

−1000

0

1000

2000

1000 2000 3000
moy

St
ro
m
al
_s
co
re

A
Infiltrating Ductal Carcinoma

1000 2000 3000

  -1000

0

St
ro

m
al

 s
co

re

2000

Pearson r = 0.33
P value < 1x10 -100 -2000

1000

Expression (RPKM)
Upregulated genes

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

● ●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

−2000

−1000

0

1000

2000

3000

1000 2000 3000
moy

S
tro
m
al
_s
co
re

B
Infiltrating Lobular Carcinoma

1000 2000 3000

  -1000

0

St
ro

m
al

 s
co

re

2000

Pearson r = 0.49
P value < 1x10 -100   -2000

1000

Expression (RPKM)
Upregulated genes

Supplementary Figure S4.  



SK.1_
.1

AU.1_
.2

0.00

0.25

0.50

0.75

1.00
Data 1

D
N

A 
m

et
hy

la
tio

n 
(β

 v
al

ue
)

0.75

0.50

****

SKBR3

1.00

AU565

0.25

0.00

Supplementary Figure S5.  



A

AU.1_
.2

AU.DAC.1

0.00

0.25

0.50

0.75

1.00
Data 1

AU565

G
lo

ba
l D

N
A 

m
et

hy
la

tio
n 

(β
 v

al
ue

)

DACNT

0.75

1.00

0.00

****

0.50

0.25

SK.1_
.2

SK.DAC.1

0.00

0.25

0.50

0.75

1.00

Data 1

SKBR3

G
lo

ba
l D

N
A 

m
et

hy
la

tio
n 

(β
 v

al
ue

)

DACNT

0.75

1.00

0.00

****

0.50

0.25

B

Supplementary Figure S6.  



5918 55 2001

7579 99 1856

AU
56

5
SK

BR
3

Genes upregulated by DAC 
Genes unaffected by CAF-CMs

1.3 %

0.9 %

Supplementary Figure S7.  


