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Supplemental Figure S2: 
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Supplemental Figure S3: 
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Supplemental Figure S4: 
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Supplemental Figure S5: 
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Supplemental Figure S6: 
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Supplemental Figure S7: 

- 4OHT 

+ 4OHT 

control Etop Doxo 
NB1/FOXO3 

control Etop Doxo 
NB1/Ctr 

0

20

40

60

80

100

120

untreated Etop Doxo

co
lo

n
ie

s 
[%

]

NB1/Ctr

without 4OHT

with 4OHT

0

20

40

60

80

100

120

untreated Etop Doxo

co
lo

n
ie

s 
[%

]

NB1/FOXO3

without 4OHT

with 4OHT

** 
* 

## ### 



Supplemental Figure S8: 
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