
S2	Table. Primers used in this study 

 Description Primer Name Sequence 

Strain construction  YCK2KO-5 
 
 
YCK2KO-3 
 
 
YCK2 Comp-5  
YCK2 Comp-3 
YCK2 Confirm-5 
YCK2 Confirm-3 

GATCTCCACTCTCTTCCTCCTCCTCCTTCTTTTCTTTTCTTTTCTTTT
CTCCTTCTCCTTCTCCTTCTCCTTCGTTGAGTGTGGAATTGTGAGC
GGATA 
TGGAAATCCAAATTTATCATATCTTTGTATATCAAAAAAAACTTA
ACAAAAACACATAAAAATAGTAGCAAAATTCCAGTGCTTTCCCA
GTCACGACGTT 
GCATGCTAAATAATTGGTGGTGTGG 
TGCAATTAGACCCTTTTCTTCC 
CTCTCTCTGTCTCTCTCTCTTAC       
GCTTGGCTTGAGCTTGTAATTG 

 Transcription analysis ACT1-F 
ACT1-R 
ALS3-F 
ALS3-R 
BCR1-F 
BCR1-R 
CHS1-F 
CHS1-R 
CHS2-F 
CHS2-R 
CHS3-F 
CHS3-R 
CHS8-F 
CHS8-R 
CPH1-F 
CPH1-R 
EFG1-F 
EFG1-R 
GSC1-F 
GSC1-R 
GSL1-F 
GSL1-R 
GSL2-F 
GSL2-R 
HGC1-F 
HGC1-R 
HOG1-F  
HOG1-R 
HRR25-F 
HRR25-R 
HWP1-F 
HWP1-R 
MKC1-F 
MKC1-R 
NRG1-F 
NRG1-R 
RFG1-F 
RFG1-R 
SUN41-F 
SUN41-R 
TUP1-F 
TUP1-R 
UME6-F 
UME6-R 
YCK2-F 
YCK2-R 
YCK3-F 
YCK3-R 

CTTCTCAATCTTCTGCCATTGA 
TTCTGGACTCTGAATCTTTCG  
TGCTCCATCGCAACTTCAA 
GCGATTGAGATTGGTTGGTT 
 AATGCCTGCAGGTTATTTGG 
 TTTTAGGTGGTGGTGGCAAT 
TGAGGACGAAGTTGCATTTG 
CCAGCTATCTTTGCCCCATA 
ATCGACTTGGGGGAAAGATT 
TGCCAATAATGCTTGTGCTC 
TGCCATGTCGTCTTTTCAAC 
CATCACGAGCGGTCTCACTA 
TGGAATCGGTGTTTGGATTT 
CGGACCTTCTCCATTGACAT 
AAAGGCAATACCGCAAACTG 
CCGGTATTTCTGCTGGGTAA 
CCCCCATACCTTCCAATTCT 
TTGGTTGTTGCATTGTCGAT 
GAACCTGGTTGCATTTCGTT 
AGGTTGGGGAGTTGTAAGCA 
TGTTGATATGGGGTGAAGCA 
TGGGAAGATTGGGACCATTA 
AGGTCTAACCGCTCATGGTG 
TCGCTCAATTTGCATACAGC 
GTATCGCTGGTTCTCGTGC 
GACTCCACTCATAACACTACC 
GGGACTGTTTTTGAAATCACC 
TCTTTTTGCCAATACTGAGGTCA 
CAACTCCCACCACAACAACA 
TTGTGGAGGTTGTTGGGCTT 
GCTGGCTCAAGTGGTGCTAT 
GGTTGCATGAGTGGAACTGA 
GTAAACGTGCTTTGCGTGAA 
TCATGGGATTGGGGATAATG 
CAACACCACCACCATATCCA 
GGGTTGCAAGTGAGGTGATT 
ATTCCTCGACCAAGAAATGC 
GGGAAACTTCAGGGTTGGTT 
AACCCTTTCCCTTCCATCTG 
ACCAGAACCAGAACCACCAG  
AAAGTCGACCTGCGAGGTAA 
GCCCGACAAAATGTACTCGT 
TCATTCTGCTGATTTGGTCAT  
TTGCAGCAGCACTAACACTG 
CAGCATGGAGGAAAACATGA 
TCTTCTTCTTCGGCAACCATG 
CCTTCTCAGGGACAAAGACG 
ATGCTTGATGGGGTGAATTG 



 


