Table S2. Candida albicans strains used in this study

Strain | Genotype Source

SN152 | ura3A:Aimm434::URA3-IR01 arg4::hisG his1::hisG leu2::hisG [1]
ura3A::A\imm434 arg4::hisG his1::hisG leuZ2::hisG

WO-1 | wild-type isolate [2]

SN250 | ura3A:Aimm434::URA3-IR01 arg4::hisG his1::hisG leu2::hisG::CdHIS1 [3]
ura3A::A\imm434 arg4::hisG his1::hisG leuZ2::hisG::CmLEU2

TF120 | ura3A:Aimm434::URA3-IR01 arg4::hisG hisl::hisG leu2::hisG zfu2A::CdHIS1 [3]
ura3A::A\imm434 arg4::hisG his1::hisG leu2::hisG zfuZA::CmLEU2

TF141 | ura3A:Aimm434::URA3-IRO1 arqg4::hisG hisl::hisG leu2::hisG zcf8A::CdHIS1 [3]
ura3A::A\imm434 arg4::hisG his1::hisG leu2::hisG zcf8A::CmLEUZ2

TF55 ura3A:Aimm434::URA3-IRO1 arg4::hisG hisl::hisG leu2::hisG try4A::CdHIS1 [3]
ura3A::A\imm434 arg4::hisG his1::hisG leu2::hisG try4A::CmLEU2

TF116 | ura3A:Aimm434::URA3-IRO1 arg4::hisG hisl::hisG leu2::hisG orf19.5910A::CdHIS1 [3]
ura3A::A\imm434 arg4::hisG his1::hisG leuZ2::hisG orf19.5910A::CmLEU2

TF114 | ura3A:Aimm434::URA3-IR0O1 arg4::hisG hisl::hisG leu2::hisG fqr17A::CdHIS1 [3]
ura3A::A\imm434 arg4::hisG his1::hisG leu2::hisG fgr17A::CmLEU2

JCP721 | ura3A::Aimm434::URA3-IRO1 arg4::hisG his1::hisG leu2::hisG zfulA::CdHIS1 rps10A::ZFU2-SAT1 This work
ura3A::A\imm434 arg4::hisG his1::hisG leuZ2::hisG zfu2A::CmLEU2 RPS10

JCP758 | ura3A::Aimm434::URA3-IRO1 arg4::hisG his1::hisG leu2::hisG zcf8A::CdHIS1 rps10A::ZCF8-SAT1 This work
ura3A::A\imm434 arg4::hisG his1::hisG leuZ2::hisG zcf8A::CmLEU2 RPS10

JCP686 | ura3A::Aimm434::URA3-IRO1 arg4::hisG his1::hisG leu2::hisG try4A::CdHIS1 rps10A::TRY4-SAT1 This work
ura3A::A\imm434 arg4::hisG his1::hisG leuZ2::hisG try4A::CmLEU2 RPS10

JCP759 | ura3A:Aimm434::URA3-IRO1 arg4::hisG his1::hisG leu2::hisG orf19.5910A::CdHIS1 rps10A::0RF19.5910-SAT1 This work
ura3A::Aimm434 arg4::hisG his1::hisG leu2::hisG orf19.5910A::CmLEU2 RPS10

JCP837 | ura3A:Aimm434:URA3-IRO1 arg4:hisG his1:hisG leu2::hisG FGR17:AgTEF1p-NAT1-AgTEF1UTR-TDH3p-FGR17 This work
ura3A::A\imm434 arg4::hisG his1::hisG leu2::hisG FGR17

JCP906 | ura3A:Aimm434:URA3-IRO1 arg4:hisG his1:hisG leu2:hisG:CdHIS1 ~UMEG:AgTEF1p-NAT1-AgTEF1UTR-TDH3p-UME6 This work
ura3A::A\imm434 arg4::hisG his1::hisG leu2::hisG::CmLEU2 UME6

JCP907 | ura3A:Aimm434:URA3-IRO1 arg4:hisG his1:hisG leu2:hisG:CdHIS1 WOR3:AgTEF1p-NAT1-AgTEF1UTR-TDH3p-WORS3 This work

ura3A::A\imm434 arg4::hisG his1::

hisG leuZ2::hisG::CmLEU2 WOR3
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