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Hydrogenase  Kole_2060  monovalent cation/H+ antiporter subunit B 
Hydrogenase  Kole_0564  cation antiporter 
Hydrogenase  Kole_0572  4Fe−4S ferredoxin iron−sulfur binding domain protein 
Hydrogenase  Kole_0568  NADH−ubiquinone oxidoreductase chain 49kDa 
Hydrogenase  Kole_0562  monovalent cation/proton antiporter, MnhG/PhaG subunit 
Hydrogenase  Kole_0571  respiratory−chain NADH dehydrogenase subunit 1 
Hydrogenase  Kole_0573  oxidoreductase FAD/NAD(P)−binding domain protein 
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Hydrogenase  Kole_0569  NADH dehydrogenase (ubiquinone) 30 kDa subunit 
Hydrogenase  Kole_0565  NADH/Ubiquinone/plastoquinone (complex I) 
Hydrogenase  Kole_0574  4Fe−4S ferredoxin iron−sulfur binding domain protein 
Hydrogenase  Kole_0563  multiple resistance and pH regulation protein F 
Hydrogenase  Kole_0566  NADH−ubiquinone oxidoreductase chain 4L 
Hydrogenase  Kole_0561  4Fe−4S ferredoxin iron−sulfur binding domain protein 
Hydrogenase  Kole_0567  pseudogene
Hydrogenase  Kole_2052  NADH dehydrogenase subunit D 
Hydrogenase  Kole_2051  oxidoreductase 
Hydrogenase  Kole_2053  NADH dehydrogenase (ubiquinone) 30 kDa subunit 
Hydrogenase  Kole_2062  monovalent cation/H+ antiporter subunit F 
Hydrogenase  Kole_2063  cation antiporter 
Hydrogenase  Kole_2061  monovalent cation/H+ antiporter subunit G 
Hydrogenase  Kole_2054  NADH dehydrogenase subunit B 
Hydrogenase  Kole_2056  NADH dehydrogenase subunit M 
Hydrogenase  Kole_2057  NADH/Ubiquinone/plastoquinone (complex I) 
Hydrogenase  Kole_2055  respiratory−chain NADH dehydrogenase subunit 1 
Hydrogenase  Kole_2059  monovalent cation/H+ antiporter subunit B 
Pyruvate to Acetyl−CoA  Kole_2136  pyruvate ferredoxin/flavodoxin oxidoreductase, beta subunit 
Acetyl−P to Acetate  Kole_0583  acylphosphatase 
Acetyl−CoA to Acetate  Kole_1124  Radical SAM domain protein 
Pyruvate to Acetyl−CoA  Kole_0381  pyruvate flavodoxin/ferredoxin oxidoreductase domain protein* 
Pyruvate to Acetyl−CoA  Kole_0382  thiamine pyrophosphate protein domain protein TPP−binding* 
Pyruvate to Acetyl−CoA  Kole_0379  pyruvate/ketoisovalerate oxidoreductase, gamma subunit* 
Pyruvate to Acetyl−CoA  Kole_0380  pyruvate ferredoxin/flavodoxin oxidoreductase, delta subunit*
F0−type ATPase  Kole_0223  ATP synthase F0, C subunit*
F0−type ATPase  Kole_0222  ATP synthase F0, B subunit*
F0−type ATPase  Kole_0218  F0F1 ATP synthase subunit beta* 
F0−type ATPase  Kole_0219  ATP synthase F1, gamma subunit*
F0−type ATPase  Kole_0220  F0F1 ATP synthase subunit alpha*
Hydrogenase  Kole_0172  hydrogenase, Fe−only* 
F0−type ATPase  Kole_0221  ATP synthase F1, delta subunit* 
Acetyl−P to Acetate  Kole_1651  acetate kinase* 
Acetyl−CoA to Acetyl−P  Kole_0239  Propanediol utilization protein* 
F0−type ATPase  Kole_0217  ATP synthase F1, epsilon subunit*
Hydrogenase  Kole_1794  Ferredoxin hydrogenase*
Acetyl−CoA to Citrate  Kole_1230  2−methylcitrate synthase/citrate synthase II* 
F0−type ATPase  Kole_0224  F0F1 ATP synthase subunit A 
Pyruvate to Acetyl−CoA  Kole_1390  dihydrolipoamide dehydrogenase 
Pyruvate to Acetyl−CoA  Kole_0319  pyruvate ferredoxin/flavodoxin oxidoreductase 
Pyruvate to Acetyl−CoA  Kole_2158  pyruvate/ketoisovalerate oxidoreductase, gamma subunit 
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A: All temperature responsive genes,
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B: Laterally acquired temperature
responsive genes, N=88
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