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Supplementary information, Figure S2 The chloroplast genome of C. quinoa.

The bold inner circle indicates the 4 conserved regions of the chloroplast genome: two
inverted repeats (IRA and IRB) that separate a short single copy (SSC) region and a
long single copy (LSC) region. The inner dark grey bars show the coverage of the
chloroplast genome in non-overlapping 10-bp window. Genes located on the (+) and

(-) strand are indicated on the outside and inside of the circle respectively.



