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Figure S1: Mutation signatures: in-house samples
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Figure S2: Mutation signatures: TCGA samples
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10X coverage in key genes

Figure S3: percent of bases with >

€adl

[AVARIS

194

64SSVvd

TTNdl1ld

VvOeNId

vd49dd

SV4N

T4dN

SV

1A

SV4dH

14494

a3d

¢A3HO

VZNXAD

4vdd

0T

_ _ _ _
80 90 1AY ¢O

speal 0T=< AQ pPaJan0d aua9 uonoel

00

Gene



Table 1: Somatc coding variants romin-house samples
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Table S2: mutational details of recurrently mutated genes in study cohort

Sample ID: Tumor Type NF1 suziz EED
Patientl_1 MPNST 11910fs*; het loss E610X; het loss het loss
Patientl_2 Atypical Neurofibroma 11910fs*; splice site

Patient2 MPNST L847P*; het loss

Patient3 MPNST M1L; het loss* E324X; het loss*

Patient4 MPNST Y489C; het loss het loss

Patient5 MPNST clinical NF1 1290fs
TCGA-QQ-A8VG MPNST clinical NF1; R1362X

TCGA-QQ-A8VH MPNST clinical NF1; splice site

TCGA-RN-AAAQ MPNST clinical NF1

TCGA-SI-A710 MPNST het loss
TCGA-SI-A71P MPNST clinical NF1; P504fs

TCGA-SI-A71Q MPNST clinical NF1; het loss het loss het loss
TCGA-SI-AA8C MPNST clinical NF1; het loss L574fs; het loss

*=germline finding
het loss= predicted copy number of 1 from copy number variation analysis; hom loss = predicted copy number of 0 from copy number analysis
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TP53
het loss

het loss

Y163N

hom loss

het loss
het loss

CDKN2A

het loss
hom loss

het loss

hom loss

het loss

het loss
hom loss



Table S3: significant copy number variations as detected from whole exome sequencing analysis

Sample:
patient 1_1
patient1_1
patient 1_1
patient1_1
patient 2
patient 2
patient 3
patient 3*
patient 4
patient 4

*germline finding

Brohl AS, et al. The genomic landscape of malignant peripheral nerve sheath tumors: diverse drivers of Ras pathway activation

Chromosome

4
11
17
17
17
17
9
17
9
17

Start
52709318
73101730
2138984
26898435
2568645
28990577
21802701
28999025
21930980
29508703

End
57976527
134605931
18110326
36104885
8020315
29764530
23762254
30380375
22452207
34341463

CN predicted

9

R OR R R R R R R

ProbcCall
1
0.962366951
0.990206224
0.989892387
0.969737767
0.603010314
0.998832018
0.904650463
0.999996462
0.944552336

Relevant Gene(s)
KIT, PDGFRA
EED
TP53
NF1, SUZ12
TP53
NF1
CDKN2A
NF1, SUZ12
CDKN2A
NF1, SUZ12
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