Strain isolation from
nodules of Amicia zygomeris

DNA isolation of strain (see
material and methods).

Amplification of the gene

encoding for 16S rRNA (see
material and methods).

Sequenciation of amplified
product by double chain
strain

After sequence analysis, the
sequence was deposited in

the NCBI genbank data base
(KU686485)

S1 Fig. Flow-chart to illustrate the identification of Acinetobacter sp. EMMO02 by amplification and
sequentiation of the gene encoding for 16S rRNA. The Genbank accession number is indicated in
parenthesis.



