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Gene Location Reference | Notes

mcrl Shanghai ! First report of mcr1

mcrl Pennsylvania 2

mcrl Estonia 3

mcrl Venezuela 4

mcrl Brazil >

mcrl Ecuador o

mcrl Singapore ’

mcrl Hong Kong 8

mcrl Italy ?

mcrl Algeria 10

mcrl Laos 10

mcrl France 10

mcrl Thailand 10

mcrl Nigeria 10

mcrl Japan 1

mcrl Vietnam 12

mcrl Cambodia B

mcrl Malaysia 1

mcrl Denmark >

mcrl United Kingdom 10

mcrl Netherlands v

mcrl Portugal 1

mcrl Switzerland 18

mcrl Germany 19

mcrl Belgium 20

mcrl Tamil Nadu, India | %

mcrl New Jersey 22

mcrl Bethesda, 23
Maryland

mcrl South Africa 24

qnr Alabama 2 First report of gnr

qnr Calgary 26

qnr Hawaii 26

qnr Minnesota 26

qnr Colorado 26

qnr Louisiana 26

qnr Illinois 26

qnr Maine 26
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qnr New York 26
qnr Georgia 26
qnr Liverpool 26
qnr Santander 26
qnr Paris 26
qnr Berlin 26
qnr Utrecht 26
qnr Istanbul 26
qnr Jerusalem 26
qnr Cairo 26
qnr Coimbatore 26
qnr Bangkok 26
qnr Anhui province 26
qnr Seoul 26
qnr Aichu Prefecture 26
qnr Shanghai 26
qnr Hong Kong 26
qnr Ho Chi Minh City | *°
qnr Sydney 26
qnr Taiwan 27
qnr Croatia 28
qnr Kuwait 29
qnr Hamadan, Iran 30
qnr Casablanca, 3
Morocco
qnr Karaj, Iran 32
qnr Czech Republic 33
gnr Uruguay 34
qnr Peru 3>
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qnr Brazil 3>
ndm1 New Delhi 36 First report of ndm1
ndm1 Casablanca, 31
Morocco
ndmi | St. Louis, MO i
ndml1 Pakistan 37
ndm1 Henan Province, 38
China
ndm1 Algeria 3
ndml Pune, India 40
ndml1 Croatia “
ndm1 Los Angeles 42
ndm1 Afghanistan 43
ndml1 Washington DC 43
ndm1 Maryland 3
ndm1 Virginia 43
ndm1 Hawaii 43
ndm1 Iraq 43
ndm1 North Carolina 43
ndm1 South Africa M
ndm1 Singapore 4
ndm1 Nepal 46
ndm1 Taiwan 47
ndm1 Nigeria 48
ndm1 Egypt 49
ndm1 Morocco >0
ndm1 Kenya >t
ndm1 Paris >
ndm1 Switzerland >3
ndm1 Slovenia >3
ndm1 Germany >3
ndm1 St. Petersburg, >
Russia
ndm1 Argentina >
ndm1 Brazil >6
ndm1 Paraguay >
ndm1 Colombia >
ndm1 Mexico City >
ndml Alberta, Canada 60
ndm1 Colorado ot
ndm1 Melbourne 62
Australia
kpc North Carolina 03 First report of
kpc St. Louis, MO 37
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kpc Pakistan 37
kpc Los Angeles 42
kpc Taiwan 47
kpc St. Petersburg, >
Russia
kpc Alberta, Canada 00
kpc Colorado ot
kpc Korea o4
kpc Portugal °>
kpc Venezuela o6
kpc Tunisia *7
kpc New York City o8
kpc Greece *9
kpc Italy 69
kpc Belgium 70
kpc Iran &
kpc China 72
kpc Chicago I
kpc Ethiopia 7
kpc Brazil 7
kpc Spain 76
kpc Puerto Rico 7
kpc Netherlands 78
kpc Houston, Texas 7
kpc Perth, Australia 80
kpc Cleveland, Ohio 81
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