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Supplementary information  
Supplementary Table S1 Differentially expressed lncRNAs. 
Supplementary Table S2 Differentially expressed mRNAs. 
Supplementary Table S3 Each lncRNAs GO enrichment. 
Supplementary Table S4 Each lncRNAs KEGG enrichment. 
Supplementary Table S5 Cis-regulated genes of lncRNAs. 
Supplementary Table S6 POU2F2_ and TRIM28_LncRNAs_Three-element relationship. 
Supplementary Table S7 Clinical and phenotypical characteristics patients. 
Supplementary Table S8 RNA quality assessment in the Agilent 2100 bioanalyzer. 
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