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S2 Fig. The relative abundance (RA) of m*A RNA deduced from qRT-PCR and the expected abundance
(EA) of m°A RNA deduced from the m°A-seq data set.

(A) RA for ‘ATCG00360°. (B) EA for ‘ATCG00360°. (C) RA for ‘ATCG0083’. (D) EA for ‘ATCG0083". (E)
RA for ‘ATCG00890°. (F) EA for ‘ATCG00890°. (G) RA for ‘ATMG00510°. (H) EA for ‘ATMGO00510°. (I) RA
for ‘ATMGO00513°. (J) RA for ‘ATMGO00513’. (K) RA for ‘ATMGO00580°. (L) EA for ‘ATMGO00580°.



