S1 Table Methylation levels for imprinted genes in sperm from fertile controls.

D KCNQ10T1 SNRPN H19
1 2 3 4 5 6 average 1 2 3 4 5 average 1 2 3 4 average
scl 0 0 0 0 0 0 0.00 3 3 3 2 2 2.60 100 80 100 100  95.00
sc2 0 3 0 2 0 0 0.83 2 0 0 0 0 0.40 93 67 96 97 88.25
sc3 0 0 0 3 0 0 0.50 3 3 2 2 3 2.60 98 70 97 100 91.25
sc4 0 4 3 3 3 0 2.17 3 0 0 0 0 0.60 100 67 97 97 90.25
sc5 0 3 0 0 0 0 0.50 3 3 2 3 0 2.20 100 74 100 95 92.25
sc6 0 3 3 4 0 0 1.67 2 0 0 0 0 0.40 100 88 97 95 95.00
sc7 4 6 4 3 3 4 4.00 4 2 2 2 2 2.40 100 71 100 100 92.75
sc8 0 4 3 3 0 0 1.67 3 2 2 2 2 2.20 100 77 98 96 92.75
sc9 0 0 0 0 0 0 0.00 4 5 5 4 4 4.40 100 74 100 100 93.50
sc10 0 0 0 0 0 0 0.00 2 2 2 1 2 1.80 100 81 97 98 94.00
scll 0 0 0 0 0 0 0.00 2 2 2 1 0 1.40 93 74 100 100 91.75
scl12 1 0 2 0 2 0 0.83 3 3 3 2 3 2.80 100 74 96 98 92.00
scl3 0 0 0 0 0 0 0.00 1 0 0 0 0 0.20 98 83 100 100 96.50
scl4 0 0 1 2 0 0 0.50 2 1 2 2 2 1.80 100 83 97 97 94.25
scl5 0 0 0 0 0 0 0.00 2 2 2 0 2 1.60 94 83 100 100 95.50
scl6 1 0 0 0 0 0 0.17 2 2 2 1 2 1.80 96 73 98 95 90.50
scl7 2 0 0 0 3 0 0.83 2 2 1 2 2 1.80 97 84 98 97 94.00
scl8 0 0 0 0 0 0 0.00 1 0 0 0 0 0.20 94 83 100 98 95.00
sc19 0 0 0 2 0 0 0.33 2 2 2 2 2 2.00 100 71 9% 97 91.00
sc20 0 0 0 0 0 0 0.00 2 0 0 0 0 0.40 99 70 98 99 91.50
sc21 0 0 0 0 0 0 0.00 0 0 0 0 0 0.00 97 81 99 98 93.75
sc22 2 0 2 0 0 0 0.67 2 1 2 2 2 1.80 100 65 96 97 89.50
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