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Figure S1. MS/MS spectra for all histone Khib sites. 

 

Figure S2. Canonical histone protein alignments among human, mouse and P. 

patens. (A) H1.2, (B) H2A, (C) H2B, (D) H3 and (E) H4. Amino acid substitutions 

are indicated by red arrow heads. 

 

Figure S3. Protein alignments of different H2A and H3 proteins in P. patens. Khib 

stites were marked with red dots. 

 

Figure S4. No differentiated antherid or archegonium are found in P. patens. (A) 

The morphology of P. patens used in our experiment. (B) Microscopy of dissected 

moss plants. There is no differentiated antherid or archegonium. Bars = 0.5 mm. 

 

Table S1. Basic information on Khib-modified proteins in P. patens. Protein 

accession: protein accession number from the database used for the search. Position: 

position of the post-translational modification in the protein. Amino acid: amino acid 

modified by the post-translational modification. Protein description: protein function. 

Gene name: indicates the name of the gene that codes for the protein sequence. Score: 

analysis result of Mascot, a simple rule to be used to judge whether a result is 

significant or not. Modified sequence: modified peptide sequences with localization 

probabilities. Mass error (ppm): parts per million deviation of peptide mass errors 

between the theoretical and actual values. Charge: carried charge of the peptide. 

Localization probability: probability of a certain amino acid having this modification 

in this peptide. 

 

Table S2. Summary of LC-MS/MS results. 

 

Table S3. Annotation and description of Khib-modified proteins in P. patens. 

 

Table S4. GO enrichment analysis of Khib-modified proteins in P. patens. 

 

Table S5. KEGG enrichment analysis of Khib-modified proteins in P. patens. 

 

Table S6. Protein domain enrichment analysis of Khib-modified proteins in P. 

patens. 

 

Table S7. Khib-modified histone proteins in P. patens. Information of canonical 

histones are marked in red. 
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