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Regulons and key covariates

miR-127-5p 14q32.2+ I6
134-5p 14932.31+
381-3p  14g32.31+ B
127-3p 14g32.2+ 4
379-5p 14932.31+
181a-3p 1932.1- >
196a-5p 12q13.13+,17921.32-
375 2935-
183-5p 7932.2- 0
181¢c-3p 19p13.13+
9-5p 1922-,5914.3-,15026.1+ L
196b-5p 7p15.2- ;
20a-5p 13931.3+ P8
92a-3p 13931.3+,Xq26.2- <
17-5p 13931.3+ 3
361-5p Xqg21.2- %
1287-5p 10q24.2- o
106b-5p 7922.1- 8
93-5p 7922.1- »
598-3p 8p23.1- 8
99b-5p 19q13.41+ =
182-5p 7932.2- §
532-5p Xp11.23+ —
25-3p 7922.1-
200b-3p 1p36.33+
200a-5p 1p36.33+
429 1p36.33+
200a-3p 1p36.33+
191-5p 3p21.31-
103a-3p 5q34-,20p13+
1307-3p 10924.33-
148b-3p 12913.13+
30d-5p 8q24.22-
101-3p 1p31.3-,9p24.1+
151a-3p 8q24.3-
125a-5p 19q13.41+
98-5p Xp11.22-
let-7a-5p 9q22.32+,11924.1-,22913.31+
151a-5p 8024.3-
10b-5p 2931.1+
15a-5p 13q14.2-
200c-5p 12p13.31+
10a-5p 17921.32-
320a 8p21.3-
29c¢-3p 1932.2-
378a-3p 5q32+
378a-5p 5q32+
30c-5p 1p34.2+,6q13-
34a-5p 1p36.22-
200c-3p 12p13.31+
141-3p 12p13.31+
29b-2-5p 1932.2-
29¢-5p 1932.2-
let-7g-5p 3p21.1-
30e-5p 1p34.2+
141-5p 12p13.31+
21-5p 17923.1+
223-3p Xq12+
142-3p 17q22-
155-5p 21921.3+
142-5p 17q922-
146b-3p 10924.32+
146b-5p 10q24.32+
29a-3p 7q32.3-
455-3p 9q32+
27a-3p 19p13.13-
23a-3p 19p13.13-
21-3p 17923.1+
221-3p Xp11.3-
222-3p Xp11.3-
143-3p 5q32+
145-3p 5q32+
145-5p 5q32+
1 18q11.2-,20913.33+
133a-3p 18q11.2-,20913.33+
199a-5p 1924.3-,19p13.2-
199a-3p 1924.3-,19p13.2-
199b-3p 9q34.11-
100-5p 11924.1-
152-3p 17921.32-
let-7i-5p 12q14.1+
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Regulons and key covariates

MIR4435-2HG
LINC00152
CTB-193M12.5
CTA-384D8.35
RP11-14N7.2
PSMB8-AS1
PCED1B-AS1
LINC01503
LINC00958
CTD-3252C9.4
MIR205HG
RP11-44F21.5
RP11-15H20.6
RP3-406A7.7
AC019117.1
TP53TG1
RP13-104F24.2
U47924.27
RP11-258C19.7

RP11-488L18.10

AC009120.6
CTB-89H12.4
RP4-717123.3
GAS5
CTC-338M12.4
MALAT1
RP11-706015.1
CD27-AS1
RP11-513115.6
NEAT1
EPB41L4A-AS1
CTC-444N24.11
SNHG18
RP11-379F12.3
OSER1-AS1
CBR3-AS1
CH17-340M24.3
RAB30-AS1
RP11-61L19.2
ZNF667-AS1
RP11-490M8.1

RP11-1094M14.1

WFDC21P
PAXIP1-AS1
RP4-568C11.4
DANCR
GATA3-AS1
GUSBP11
LINCO1057
RP11-465B22.8
LINC01089
AC098973.2
SNHG1
RP11-385F7.1
SNHG19
RP11-37B2.1
RP11-670E13.6
TTC28-AS1
CTD-2006C1.2
RP5-1085F17.3
SNHG9
SNHG14
LINC01420
LINC00847

MAPKAPK5-AS1

PCBP1-AS1
AC005154.6
RP11-295P9.3
CRHR1-IT1
LINC00665
RPARP-AS1
TINCR
LINC00657
RP4-758J18.2
FAM83H-AS1
PP14571
LINCO1578
RP11-390P24.1
SNHG11
AC093323.3

CTD-2619J13.13

TNRC6C-AS1
MIR22HG

UCA1
CTD-3157E16.2
AC124789.1

0.1

2q13
2p11.2
16p13.11
22q13.33
19211
6p21.32
12913.11
9034.11
11p15.3
19p13.12
1932.2
4913.3
19p12
6023.3
7p21.1
7021.12
17924 1
12p13.31
Xp11.22
1944
16q923.1
5q32
1p22.1
1925.1
5035.3
11913.1
Xp22.33
12p13.31
6p21.31
11913.1
5q22.1
19913.43
5p15.31
10p14
20913.12
21922.12
Xa28
11q14.1
18p11.22
19913.43
2p22.2
17912
17923 .1
7036.2
20p11.21
4912
10p14
22911.23
1p21.3
1p36.33
12q24.31
3p24.1
11912.3
6p12.3
16p13.3
8021.3
17922
22q12.1
19p13.2
20qg11.21
16p13.3
15q11.2
Xp11.21
5q35.3
12q24.12
2p13.3
7p14.3
10p13
17q21.31
19913.12
10924.32
19p13.3
20911.23
1p36.33
8024.3
2q37.3
15q026.1
17912
20911.23
4p16.1
19913.43
17925.3
17p13.3
19p13.12
17p12
17912
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Hazard Ratio (95% CI)
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Stage
Age

Gender
AR
GATA3
FOXA1
RXRA
PPARG
FGFR3
ERBB2
ERBB3
ESR2
RARG
RARA
RXRB
TP63
KLF4
HIF1A
RARB
ESR1
PGR
STAT3
GATAG6
FGFR1
EGFR
FOXM1

covariates
associated, HR<1
not associated
associated, HR>1

miR-141-5p 12p13.31

148b-3p
151a-5p
1307-3p
103a-3p
93-5p
200a-3p
200b-3p
200a-5p
30e-5p
191-5p
200c-3p
141-3p
125a-5p
99b-5p
30d-5p
7e-5p
15a-5p
106b-5p
let-7d-5p
186-5p
584-5p
30c-5p
34a-5p
101-3p
29c-3p
10a-5p
320a
let-7g-5p
151a-3p
429
98-5p
187-3p
378a-3p
378a-5p
182-5p
183-5p
361-5p
143-3p
145-3p
199a-3p
199b-3p
152-3p
let-7i-5p
145-5p
100-5p
199b-5p
199a-5p
125b-5p
127-3p
29a-3p
146b-3p
223-3p
21-5p
142-5p
146b-5p
7i-3p
221-3p
2355-5p
21-3p
222-3p
27a-3p
455-3p
526b-5p
512-3p
519a-5p
516a-5p
423-3p
15b-5p
210-3p
16-5p
17-3p
92a-3p
17-5p
20a-5p
193b-3p
205-5p
31-5p
629-5p
24-3p
944
23a-3p
31-3p

12q13.13
8024.3
10924.33
5934,20p13
7922.1
1p36.33
1p36.33
1p36.33
1p34.2
3p21.31
12p13.31
12p13.31
19913.41
19913.41
8924.22
19q13.41
13914.2
7922.1
9g22.32
1p31.1
5q32
1p34.2,6q13
1p36.22
1p31.3,9p24.1
1932.2
17921.32
8p21.3
3p21.1
8924.3
1p36.33
Xp11.22
18g12.2
5q32

5932
7932.2
7932.2
Xq21.2
5q32

5932
1924.3,19p13.2
9g34.11
17921.32
12914.1
5932
11924 .1
9g34.11
1924.3,19p13.2
11924.1,21921.1
14q32.2
7q932.3
10924.32
Xq12
17q923.1
17922
10924.32
12914.1
Xp11.3
2933.3
17923.1
Xp11.3
19p13.13
9q32
19q13.42
19913.42
19q13.42
19q13.42
17911.2
3025.33
11p15.5
3025.33,13q14.2
13q931.3
13931.3,Xq26.2
139031.3
13931.3
16p13.12
1932.2
9p21.3
15923
9922.32,19p13.13
3028
19p13.13
9p21.3
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H Subtypes: mMRNA

FOXA1 3.9E-53
RXRA 2.2E-43
FGFR3 1.3E-33
RARG 8.1E-37
RXRB 1.6E-16
ERBB3 6.4E-48
AR 1.3E-54
GATA3 7.4E-61
ESR2 5.3E-55
ERBB2 1.3E-58
PPARG 2.5E-55
RARA 5.5E-06
FGFR1 6.4E-48
PGR 1.9E-49
RARB 6.4E-37
TP63  2.8E-21
ESR1 9.9E-34
GATA6 8.3E-59
STAT3 1.4E-36
FOXM1 4.1E-42
KLF4  4.4E-49
EGFR 8.5E-44
HIF1A 3.5E-35

GATA3

4011

3011

Tumours
N
ot
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2 -1 0 1
Enrichment score
(dES)

401 GATAS
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N
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2

2 -1 0 1
Enrichment score
(dES)

GATA3

3081

2511

2011

1514

Tumours
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51+

q-

2

2 1 0 1
Enrichment score
(dES)
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Lymphocytes \
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No infiltrate
g2-93
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Survival probability

Survival probability

Disease—specific survival probability

Disease—specific survival probability

1.0

0.81

0.6

0.4

0.2

B Positive dES: 203 (67)

0.0-

Logrank P: 3.61e-04

0 20 40
Months

1.0

0.8+

0.6+

0.4+

0.2

B Positive dES: 173 (90)

B Negative dES: 145 (78)

60

Logrank P: 7.32e-04

60

Logrank P: 1.38e-07

0.0- B Negative dES: 167 (51)
0 20 40
Months
1.0+
0.8
0.6+
0.4+
0.2
B Positive dES: 130 (4)
0.0- B Negative dES: 59 (16)
0 20 40
Months

1.0+

60

Logrank P: 1.59e-05

0.81

0.6

0.4

0.2

B Positive dES: 63 (15)

0.0-

B Negative dES: 121 (4)

2 1 0 1 2 5a53s 0 20 40
Enrichment score == Months

(dES)

INcRNA MiRNA
FOXA1 9.2E-42 FOXA1 8.6E-30
RXRA 7.8E-22 RXRA 5.5E-22
FGFR3 7.0E-31 FGFR3 1.6E-10
RARG 1.2E-23 RARG 1.2E-16
RXRB 8.5E-10 RXRB 8.3E-08
ERBB3 2.1E-34 ERBB3 1.4E-20
AR 3.2E-44 AR 1.6E-26
GATA3 6.6E-56 GATA3 5.9E-28
ESR2 4.3E-51 ESR2 5.1E-26
ERBB2 1.9E-54 ERBB2 7.4E-28
PPARG 2.8E-59 PPARG 8.1E-36
RARA 1.1E-06 RARA 7.2E-17
FGFR1 5.8E-31 FGFR1 2.7E-23
PGR 2.9E-12 PGR 2.9E-16
RARB 5.8E-12 RARB 3.5E-21
TP63 5.0E-34 TP63  8.9E-29
ESR1 1.6E-17 ESR1 1.3E-08
GATA6 1.2E-54 GATA6 7.0E-27
STAT3 1.0E-29 STAT3 1.0E-16
FOXM1 6.6E-44 FOXM1 3.8E-22
KLF4  3.5E-41 KLF4  1.1E-21
EGFR 3.3E-35 EGFR 5.8E-22
HIF1A 6.1E-24 HIF1A 9.6E-14

-log1o(p), Kruskal test, Bonferroni correction (n=23)
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