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S1 Table. Proteins differentially regulated in the Pooled Samples Experiment. List of the 892 proteins from the Pooled Samples Experiment that were considered to be differentially regulated between egg quality groups and
whose distribution among various functional categories is illustrated in Fig 2a. These include proteins detected only in poor quality eggs (PQ UNIQUE, n=211), proteins in poor quality eggs with N-SC increased >2-fold relative to
values for good quality eggs (PQ INCREASED, n=186), proteins detected only in good quality eggs (GQ UNIQUE, n=136), and proteins in good quality eggs with N-SC increased >2-fold relative to values for poor quality eggs (GQ
INCREASED, n=359). For each protein, the Ensembl Protein ID and associated gene, transcript and protein name, functional category (Fig 2a), relative abundance (UNIQUE or INCREASED), and fold-difference in N-SC between egg
quality groups (if available) is shown. Color shading corresponds to that used to designate functional categories in Fig 2.

Ensembl Protein ID

Associated Gene Name

Associated Transcript Name

Protein Full Name

Functional Category

Fold Difference|

PQ UNIQUE
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
cnp. cnp-201 2',3"-cyclic ide 3' Cell cycle, division, growth and fate PQ UNIQUE -
cbr1 cbr1-001 Carbonyl reductase 1 Lipid i PQ UNIQUE -
z9c:86598 z9c:86598-001 Uncharacterized protein--casein kinase family protein PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
2gc:152652 2gc:152652-001 L i protein PQ UNIQUE -
z9c:171474 z9c:171474-001 Uncharacterized protein PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
[ENSDARP00000042593 __Jantb o001 |Hematologicaland neurologicalexpressedb ___[Cellcycle,division, growthandfate [ PQUNIQUE -
PQ UNIQUE -
[ENSDARP00000122499 __[CU4676463 ____ |CU4676463201 _______lUncharasterizedprotein _________________________ Joher | PQUNQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
32|ENSDARP00000053863 Glutaryl-Coenzyme A dehydrogenase Lipid PQ UNIQUE -
33|ENSDARP00000112983 Glutaryl-Coenzyme A dehydrogenase Lipid metabolism PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
36|ENSDARP00000125277 Up- during skeletal muscle growth 5 homolog (mouse) PQ UNIQUE -
37|ENSDARP00000125356 Up-regulated during skeletal muscle growth 5 homolog (mouse; Cell cycle, division, growth and fate PQ UNIQUE -
PQ UNIQUE -
39 PQ UNIQUE -
PQ UNIQUE -
41 PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
46 PQ UNIQUE -
PQ UNIQUE -
48|ENSDARP00000003248 zgc:77118 2zgc:77118-001 Palmitoyl-(protein) hydrolase activity Other PQ UNIQUE -
49|ENSDARP000001 26272 actr10 actr10-001 Actin-related protein 10 homolog (S. cerevisiae) Cell cycle, division, growth and fate PQ UNIQUE -
SOIENSDARF'00000123855 si:dkey-8701.2 si:dkey-8701.2-003 L i protein Other PQ UNIQUE -
51|ENSDARP00000124841 si:dkey-8701.2 si:dkey-8701.2-002 Uncharacterized protein Other PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
56|ENSDARP00000090477 si:ch73-95115.3 si:ch73-95115.3-201 Fatty acid ion in litochondria-lysosome PQ UNIQUE -
57|ENSDARP00000128868 si:ch73-95115.3 si:ch73-95115.3-001 Fatty acid elongation in litochondria-lysosome PQ UNIQUE -
PQ UNIQUE -

PQ UNIQUE
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PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

65 PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

68| ENSDARP00000118809 si:dkey-51e6.1 si:dkey-51e6.1-001 Uncharacterized protein PQ UNIQUE
69|ENSDARP00000061755 si:dkey-51e6.1 si:dkey-51€6.1-201 Uncharacterized protein PQ UNIQUE
PQ UNIQUE

71 PQ UNIQUE
PQ UNIQUE

73 PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

78 PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

83 PQ UNIQUE
PQ UNIQUE

85 PQ UNIQUE
PQ UNIQUE

87 PQ UNIQUE
PQ UNIQUE

89 PQ UNIQUE
PQ UNIQUE

91|ENSDARP00000125785 seh1l SEH1-like (S. isi Cell cycle, division, growth and fate PQ UNIQUE
92 |ENSDARP00000112994 2gc:171977 3 Uncharacterized protein Other PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

100|ENSDARP00000122189 Nuclear igenic sperm protein (histone-binding) Cell cycle, division, growth and fate PQ UNIQUE
101|ENSDARP00000004932 Myosin, light chain 1, alkali; skeletal, fast Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

105|ENSDARP00000017647 __[ginst ____________ ginst-201 ________|GINS complexsubunit (Psfihomolog) ___________[Cellcycle, dvision. growthandfate____| PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

108 PQ UNIQUE
PQ UNIQUE

110|ENSDARP00000113004 cbx1b cbx1b-001 (Chromobox homolog 1b (HP1 beta homolog D il Cell cycle, division, growth and fate PQ UNIQUE
111|ENSDARP00000127314 capgb capgb-002 (Capping protein (actin filament), gelsolin-like b Cell cycle, division, growth and fate PQ UNIQUE
112|ENSDARP00000123185 actn1 actn1-003 Actinin, alpha 1 Cell cycle, division, growth and fate PQ UNIQUE
113 |[ENSDARP00000095774 krt17 krt17-001 Keratin 15 Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

122 [ENSDARP00000009369 { Cell cycle, division, growth and fate PQ UNIQUE
123|ENSDARP00000095029 i Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE
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PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

131 PQ UNIQUE
PQ UNIQUE

133|ENSDARP00000035106 PURA (1 0of 2) PURA (1 of 2)-201 Purine-rich element binding protein A [ Cell cycle, division, growth and fate PQ UNIQUE
134|ENSDARP00000059013 zgc:173443 2gc:173443-001 Uncharacterized protein Other PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

ENSDARP00000021426 29C:66479 2gc:66479-001 L ized protein PQ UNIQUE
141|ENSDARP00000033064 wdr61 wdr61-201 WD repeat domain 61 Cell cycle, division, growth and fate PQ UNIQUE
142|ENSDARP00000110861 wdr61 wdr61-202 WD repeat domain 61 Cell cycle, division, growth and fate PQ UNIQUE
143 |ENSDARP00000025772 syap1 syap1-001 Synapse associated protein 1 Other PQ UNIQUE
144|ENSDARP00000026028 hmgcl hmgcl-001 3-| yl-3 Iglutaryl-Coenzyme A lyase Lipid PQ UNIQUE
145 [ENSDARP00000104510 hmgcl hmgcl-201 3 yl-3 yl-C Alyase Lipid metabolism PQ UNIQUE
146 |ENSDARP00000129523 Ilg1a lg1a-002 Golgi glycoprotein 1a Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

153 |[ENSDARP00000088880 Cell cycle, division, growth and fate PQ UNIQUE
154|ENSDARP00000016261 Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

160 PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

PQ UNIQUE

167 [ENSDARP00000000803 actn3b actn3b-001 Actinin alpha 3b Cell cycle, division, growth and fate PQ UNIQUE
168|ENSDARP00000005224 actn3a actn3a-001 Actinin alpha 3b Cell cycle, division, growth and fate PQ UNIQUE
169|ENSDARP00000090990 actn1 actn1-201 Actinin, alpha 1 Cell cycle, division, growth and fate PQ UNIQUE
170[ENSDARP00000110976 actn1 actn1-202 Actinin, alpha 1 Cell cycle, division, growth and fate PQ UNIQUE
171 [ENSDARP00000120755 actn1 actn1-002 Actinin, alpha 1 Cell cycle, division, growth and fate PQ UNIQUE
172|ENSDARP00000123299 actn1 actn1-001 Actinin, alpha 1 Cell cycle, division, growth and fate PQ UNIQUE
173|ENSDARP00000077418 clip2 clip2-201 [CAP-GLY domain ining linker protein 2 Cell cycle, division, growth and fate PQ UNIQUE
174|ENSDARP00000124509 clip2 clip2-001 [CAP-GLY domain ining linker protein 2 Cell cycle, division, growth and fate PQ UNIQUE
175 [ENSDARP00000109853 hdlbpb hdlbpb-201 High density lipoprotein-binding protein b Lipid PQ UNIQUE
176 [ENSDARP00000127252 hdlbpb hdlbpb-001 High density lipoprotein-binding protein b Lipid PQ UNIQUE
177|ENSDARP00000052837 actala acta1a-001 Actin alpha 1a skeletal muscle Cell cycle, division, growth and fate PQ UNIQUE
178|ENSDARP00000055135 actc1b actc1b-201 Actin, alpha, cardiac muscle 1b Cell cycle, division, growth and fate PQ UNIQUE
179 |ENSDARP00000055379 tubb5 tubb5-201 Tubulin, beta 5 Cell cycle, division, growth and fate PQ UNIQUE
180|ENSDARP00000058628 actatb acta1b-001 Actin, alpha 1b, skeletal muscle Cell cycle, division, growth and fate PQ UNIQUE
181|ENSDARP00000062369 actc1a actc1a-001 Actin, alpha, cardiac muscle 1a Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

183|ENSDARP00000066429 Actin, alpha 2, smooth muscle, aorta Cell cycle, division, growth and fate PQ UNIQUE
184|ENSDARP00000066858 Tubulin, beta 4B class IVb Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

186|ENSDARP00000074935 ywhag1 3-monooxygenase/tryptophan 5-monooxygenase activation protein, gamma polypeptide 1 Cell cycle, division, growth and fate PQ UNIQUE
187 [ENSDARP00000075110 CH211-260D9.2 CH211-260D9.2-001 Actin-novel Cell cycle, division, growth and fate PQ UNIQUE
PQ UNIQUE

189 |ENSDARP00000096898 ywhag2 ywhag2-001 3- yptophan 5-monooxygenase activation protein, gamma Cell cycle, division, growth and fate PQ UNIQUE
190|ENSDARF'00000100195 2zgc:86725 2zgc:86725 Actin alpha 1 (ACTA1)-like Cell cycle, division, growth and fate PQ UNIQUE
191|ENSDARP00000100434 actc1a Novel Actin, alpha, cardiac muscle 1a, novel Cell cycle, division, growth and fate PQ UNIQUE
pEep] ENSDARP00000102472 vtg4-202 Vitellogenin 4 Vitellogenins PQ UNIQUE
PQ UNIQUE

PQ UNIQUE

PQ UNIQUE
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PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
204 PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
PQ UNIQUE -
211|ENSDARP00000128683 ACTC1 (2 of 2) ACTC1 (2 of 2)-001 Actin, alpha, cardiac muscle 1a Cell cycle, division, growth and fate PQ UNIQUE -
212 |ENSDARP00000094165 wu:fi42e03 wu:fi42e03-201 PAX-interacting protein 1 Cell cycle, division, growth and fate PQ INCREASED 27.99
PQ INCREASED 12.17
PQ INCREASED 11.43
PQ INCREASED 10.63
PQ INCREASED 9.58
PQ INCREASED 9.13
PQ INCREASED 8.85
PQ INCREASED 8.74
PQ INCREASED 7.40
PQ INCREASED 6.96
PQ INCREASED 6.54
PQ INCREASED 6.53
PQ INCREASED 6.11
ENSDARP00000088788 ERLIN2 ERLIN2-201 ER lipid raft associated 2 (erlin2), mMRNA Lipid metabolism PQ INCREASED 6.10
226|ENSDARP00000121177 ERLIN2 ERLIN2-001 ER lipid raft associated 2 (erlin2), mMRNA Lipid PQ INCREASED 6.10
ENSDARP00000124617 rpa2 rpa2-002 Replication protein A2 Cell cycle, division, growth and fate PQ INCREASED 5.24
PQ INCREASED 5.22
229 PQ INCREASED 522
PQ INCREASED 5.22
231|ENSDARP00000054025 rcct rcc1-001 Regulator of chromosome condensation 1 Cell cycle, division, growth and fate PQ INCREASED 5.20
232 |ENSDARP00000127355 capgb capgb-001 Capping protein (actin filament), gelsolin-like b Cell cycle, division, growth and fate PQ INCREASED 4.37
233|ENSDARP00000036766 zgc:165539 zgc:165539-201 L ized protein Cell cycle, division, growth and fate PQ INCREASED 4.36
234 [ENSDARP00000029607 gfap-001 Glial fibrillary acidic protein Cell cycle, division, growth and fate PQ INCREASED 4.35
235 |ENSDARP00000116942 2gc:165539-001 Uncharacterized protein Cell cycle, division, growth and fate PQ INCREASED 4.35
PQ INCREASED 4.32
PQ INCREASED 4.32
PQ INCREASED 4.32
PQ INCREASED 4.32
PQ INCREASED 4.04
PQ INCREASED 4.01
PQ INCREASED 3.98
[ENSDARPO0000004016 __Jfen1  lfent201  |Flapstucturesspeciicendonucleaset |Celloycle,division, growthandfate | PQ INCREASED 391
PQ INCREASED 3.84
PQ INCREASED 3.84
PQ INCREASED 3.84
PQ INCREASED 3.80
PQ INCREASED 3.53
PQ INCREASED 3.50
PQ INCREASED 3.49
251[ENSDARPO0000118532 __Jerin2_______________lerin2001 ____________ [ERlpdraftassociated2(erin) mRNA_________________Lipidmetabolism _______________[PQINCREASED 3.49
PQ INCREASED 3.49
PQ INCREASED 3.49
PQ INCREASED 3.49
255 PQ INCREASED 348
PQ INCREASED 3.48
257 |ENSDARP00000090521 nap1l4b nap114b-201 protein 1-like 4b Cell cycle, division, growth and fate PQ INCREASED 3.48
258IENSDARP00000115833 nap1l4b nap114b-001 protein 1-like 4b Cell cycle, division, growth and fate PQ INCREASED 3.48
259|ENSDARP00000076885 HOMER2 HOMER2-202 Homer homolog 2 (Drosophila) Other PQ INCREASED 3.48
PQ INCREASED 3.48
261[ENSDARPO0000034563__Jfnto______ ltb001 _ [Famesytansferase CAAXboxbeta _[Cellcycle, division,growthandfate [ PQ INCREASED 3.48
PQ INCREASED 3.48
PQ INCREASED 347
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PQ INCREASED 3.47

PQ INCREASED 3.44

266 PQ INCREASED 3.40
PQ INCREASED 3.35

268 PQ INCREASED 335
PQ INCREASED 3.34

270 PQ INCREASED 331
PQ INCREASED 3.14

ENSDARP00000027643 zgc:63587 2gc:63587-201 L i protein Cell cycle, division, growth and fate PQ INCREASED 3.10
273|ENSDARP00000058955 ywhabl ywhabl-001 Tyrosine 3- gel /tryptophan 5- Xygenase activation protein, beta ide like Cell cycle, division, growth and fate PQ INCREASED 3.08
ENSDARP00000103720 ywhabl ywhabl-201 Tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide like Cell cycle, division, growth and fate PQ INCREASED 3.08

PQ INCREASED 3.05

276|ENSDARP00000096076 si:ch211-226h8.6 L protein PQ INCREASED 3.05
277|ENSDARP00000122128 si:ch211-11k18.4 si:ch211-11k18.4-002 Uncharacterized protein PQ INCREASED 3.05
PQ INCREASED 3.05

PQ INCREASED 3.05

PQ INCREASED 2.95

PQ INCREASED 2.95

PQ INCREASED 291

PQ INCREASED 2.90

284|ENSDARP00000109027 cdk1 cdk1-001 Cycli kinase 1 Cell cycle, division, growth and fate PQ INCREASED 2.90
ZSSIENSDARP00000054077 rpa2 rpa2-001 Replication protein A2 Cell cycle, division, growth and fate PQ INCREASED 2.90
286|ENSDARP00000058424 CABZ01059627.1 CABZ01059627.1-201 Mucin 5Ac Cell cycle, division, growth and fate PQ INCREASED 2.87
PQ INCREASED 274

PQ INCREASED 272

PQ INCREASED 2.62

290|ENSDARP00000116670 nap1l4b protein 1 Cell cycle, division, growth and fate PQ INCREASED 2.62
291 |ENSDARP00000096322 arl3 ADP-ribosylation factor-like 3 Cell cycle, division, growth and fate PQ INCREASED 2.62
PQ INCREASED 2.62

293 [ENSDARP00000022360 Acidic (leucine-rich) nuclear in 32 family, member A Cell cycle, division, growth and fate PQ INCREASED 2.62
294|ENSDARP00000123639 Transcobalamin |1 Other PQ INCREASED 2.62
PQ INCREASED 2.62

PQ INCREASED 262

PQ INCREASED 2.62

PQ INCREASED 262

PQ INCREASED 2.62

PQ INCREASED 2.62

PQ INCREASED 2.62

PQ INCREASED 2.62

PQ INCREASED 2.62

PQ INCREASED 2.62

PQ INCREASED 2.61

ENSDARP00000116432 slc25a5 slc25a5-003 Solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 5 Other PQ INCREASED 261
307|ENSDARP00000059040 h1m h1m-201 Linker histone 1M Cell cycle, division, growth and fate PQ INCREASED 261
ENSDARP00000104211 myl9b myl9b-201 Myosin, light chain 9b, regulatory Cell cycle, division, growth and fate PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 2.61

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 261
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332|ENSDARP00000051197 mis18a mis18a-001 MIS18 ki protein A Cell cycle, division, growth and fate PQ INCREASED 261
333|ENSDARP00000003173 seh1l seh1l-001 in SEH1 Cell cycle, division, growth and fate PQ INCREASED 261
334 |ENSDARP00000040239 tiprl-201 TIP41, TOR signaling pathway regulator-like (S. cerevisiae) Cell cycle, division, growth and fate PQ INCREASED 261
PQ INCREASED 261

PQ INCREASED 261

PQ INCREASED 2.60

PQ INCREASED 2.60

339 PQ INCREASED 260
PQ INCREASED 2.60

341 PQ INCREASED 249
PQ INCREASED 243

PQ INCREASED 240

PQ INCREASED 2.39

345 Cell cycle, division, growth and fate PQ INCREASED 237
PQ INCREASED 2.36

347[ENSDARPOOOO0O75666___Jts k5201 [Keans ______[Cellcycle diision.growthandfate [ PQ INCREASED 2.33
PQ INCREASED 2.33

349[ENSDARPO0000092748 __ragea  lmagca001  [RasrelatedGTPbindingGa [Cellcycle division. growthandfate [ PQ INCREASED 232
PQ INCREASED 2.32

351|ENSDARP00000108711 krt5-001 Keratin 5 Cell cycle, division, growth and fate PQ INCREASED 2.32
352|ENSDARP00000016453 krt4-001 Keratin 4 Cell cycle, division, growth and fate PQ INCREASED 2.32
353|ENSDARP00000065350 krt4-201 Keratin 4 Cell cycle, division, growth and fate PQ INCREASED 2.32
354|ENSDARP00000126991 nif311-002 NIF3 NGG1 interacting factor 3-like 1 Other PQ INCREASED 2.32
PQ INCREASED 227

PQ INCREASED 223

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

PQ INCREASED 2.18

366|ENSDARP00000109902 zgc:162816 D-serine dehydratase-like PQ INCREASED 2.18
367 |ENSDARP00000117083 tomm?70a Translocase of outer mitochondrial membrane 70 homolog A (S. cerevisiae) PQ INCREASED 2.18
PQ INCREASED 2.18

369|ENSDARP00000098620 (diphospho) a Lipid metabolism PQ INCREASED 2.18
370[ENSDARP00000127428 Ribonucleotide reductase M2 polypeptide Cell cycle, division, growth and fate PQ INCREASED 2.18
PQ INCREASED 217

PQ INCREASED 217

PQ INCREASED 217

374 PQ INCREASED 2.12
PQ INCREASED 2.12

PQ INCREASED 212

PQ INCREASED 2.12

378 PQ INCREASED 2.12
PQ INCREASED 2.09

PQ INCREASED 2.09

381 |ENSDARP00000109129 si:ch211-11k18.4 si:ch211-11k18.4-201 L protein PQ INCREASED 2.09
382|ENSDARP00000123562 si:ch211-11k18.4 si:ch211-11k18.4-001 Uncharacterized protein PQ INCREASED 2.09
PQ INCREASED 2.08

PQ INCREASED 2.08

PQ INCREASED 2.08

PQ INCREASED 2.08

PQ INCREASED 2.08

388 |ENSDARP00000070780 cell nuclear antigen Cell cycle, division, growth and fate PQ INCREASED 2.07
389|ENSDARP00000022789 Basic leucine zipper and W2 domains 1a Cell cycle, division, growth and fate PQ INCREASED 2.07
PQ INCREASED 2.03

PQ INCREASED 2.03

392 |ENSDARP00000076624 rragch Ras-related GTP binding Ca PQ INCREASED 2.03
393|ENSDARP00000064746 stom|2 Stomatin (EPB72)-like 2 PQ INCREASED 2.03
PQ INCREASED 2.03

395 PQ INCREASED 2.03
EE[Y ENSDARP00000109480 01 Vitellogenin 5 Vitellogenins PQ INCREASED 2.03
PQ INCREASED 2.00

GQ INCREASED 0.50

399 |ENSDARP00000037758 cotl1-001 Coactosin-like 1 (Dit Cell cycle, division, growth and fate GQ INCREASED 0.50
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400|ENSDARP00000022310

406

408 |ENSDARP00000127789

si:ch211-157j23.3

si:ch211-157j23.3-202

Adenylosuccinate lyase

NXPE family member 3-like

Cell cycle, division, growth and fate

GQ INCREASED

0.50

0.50

0.50

0.50

0.50

0.50

0.50

0.50

0.50

409 |[ENSDARP00000114435

414 |[ENSDARP00000012454

si:dkey-105h11.2

si:dkey-105h11.2-001

NXPE family member 3-like

tic-like protein 2-Histone H2A

Cell cycle, division, growth and fate

0.50

0.50

0.50

0.50

0.50

0.50

415|ENSDARP00000029067

420|ENSDARP00000009285

napa

napa-001

Replication protein A1

N.

factor

Cell cycle, division, growth and fate

protein, alpha

0.50

0.50

0.50

0.50

0.50

0.50

421 |[ENSDARP00000048990

423 |ENSDARP00000125075

si:ch211-157j23.2

sept7b

si:ch211-157j23.2-001

NXPE family member 3-like

Cy

proteins

Cell cycle, division, growth and fate

0.50

0.49

0.49

424|ENSDARP00000112912

ENSDARP00000072525

436 |[ENSDARP00000045893

impat

C20H60rf211 C20H60rf211-001 Protein-glutamate O-methyltransferase Cell cycle, division, growth and fate

rnaseh2a

Inositol(myo)-1(or 4)-monophosphatase 1

H2 subunit A

Cell cycle, division, growth and fate

0.49

0.49

0.49

0.49

0.49

0.49

0.49

0.49

0.49

0.49

0.49

0.49

0.49

Cell cycle, division, growth and fate

GQ INCREASED

437|ENSDARP00000108257

sept2-

sept2-001

Septin 2

Cell cycle, division, growth and fate

GQ INCREASED

0.49

sept2-

sept2-203

Septin 2

Cell cycle, division, growth and fate

GQ INCREASED

0.49

438 |[ENSDARP00000105058
439 |ENSDARP00000056965

sept2-

sept2-201

Septin 2

Cell cycle, division, growth and fate

GQ INCREASED

0.49

440|ENSDARP00000105338

sept2-

sept2-202

Septin 2

Cell cycle, division, growth and fate

GQ INCREASED

0.49

441|ENSDARP00000046972

445 |[ENSDARP00000121669

capzala

capzala-201

(Capping protein (actin filament) muscle Z-line, alpha 1a

Cell cycle, division, growth and fate

Cell cycle, division, growth and fate

GQ INCREASED

0.49

0.49

0.49

0.49

0.49

446 [ENSDARP00000093918

449 |[ENSDARP00000119229

si:ch211-157j23.5

si:ch211-157j23.5-201

NXPE family member 3-like

n, growth and fate

0.49

0.49

0.49

0.49

450|ENSDARP00000129574

457 [ENSDARP00000042594

si:ch211-157j23.5

si:ch211-157j23.5-001

NXPE family member 3-like

Dynactin 2

Cell cycle, division, growth and fate

0.49

0.49

0.49

0.48

0.48

0.48

0.48

0.48

458 [ENSDARP00000124582

466|ENSDARP00000090432 29c:55413 29c:55413-202 Palmitoyl-(protein) hydrolase activity

2' clic nucleotide 3' phosphodiesterase:

growth and fate

0.48

0.48

0.48

0.48

0.48

0.48

0.48

0.48

GQ INCREASED

0.48

GQ INCREASED

0.48
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ENSDARP00000087338 ppp1cab ppp1cab-001 Protein phosphatase 1, catalytic subunit, alpha isoform b Cell cycle, division, growth and fate

ENSDARP00000124216 _ cnp-007 ,3'-cyclic nucleotide 3' phosphodiesterase Cell cycle, division, growth and fate

480|ENSDARP00000119679 cnp. cnp-010 2',3"-cyclic ide 3' i Cell cycle, division, growth and fate

GQ INCREASED

0.48

0.48

0.48

0.48

0.48

0.47

0.47

0.47

0.47

0.47

GQ INCREASED

0.47

GQ INCREASED

0.47

GQ INCREASED

0.47

481 |ENSDARP00000127543 si:ch211-157j23.2 si:ch211-157j23.2-201 NXPE family member 3-like Other

484|ENSDARP00000120541 e [cop-003 2, 3"cyclic nucleotide 3' phosphodiesterase Cell cycle, division, growth and fate

487|ENSDARP00000108306 cdc42-202 Cell division cycle 42 Cell cycle, division, growth and fate

0.47

0.47

0.46

0.46

0.46

0.46

0.46

0.46

0.46

GQ INCREASED

0.46

490|ENSDARP00000114417 cyclic i i Cell cycle, division, growth and fate

491 |ENSDARP000001 17465 '-cyclic i i Cell cycle, division, growth and fate

GQ INCREASED

0.46

492 |ENSDARP00000118406 cyclic nucleotide 3' phosphodiesterase Cell cycle, division, growth and fate

ENSDARP00000027102 nap111 nap111-201 Nucleosome assembly protein 1-like 1 Cell cycle, division, growth and fate
497|ENSDARP00000107134 ktn1-001

501|ENSDARP00000005691 ktn1 ktn1-201 Kinectin 1 Other

GQ INCREASED

0.45

0.45

0.45

GQ INCREASED

0.45

GQ INCREASED

0.45

GQ INCREASED

0.44

0.44

0.44

044

GQ INCREASED

0.44

GQ INCREASED

0.44

502 |ENSDARP00000020770 mthfd1b mthfd1b-001 Cell cycle, division, growth and fate

503 |[ENSDARP00000102463 sept8a sept8a-001 Septin 8a

ENSDARP00000013512 z9c:112334 zgc:112334-201 Rab GDP dissociation inhibitor alpha Other

GQ INCREASED

044

0.44

0.44

0.44

0.44

0.44

GQ INCREASED

0.44

o
=
o

ENSDARP00000049225 acox1 acox1-001 Acyl-CoA oxidase 1, palmitoyl Lipid

GQ INCREASED

0.44

ENSDARP00000067559 acox1 acox1-002 Acyl-CoA oxidase 1, palmitoyl Lipid metabolism

520|ENSDARP00000041446

GQ INCREASED

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

521|ENSDARP00000080584

532 |ENSDARP00000024354 i Inosine 5'- Cell cycle, division, growth and fate

0.44

0.44

044

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

533 |ENSDARP00000125879 g Sialidase 3, tandem duplicate 4 Lipid metabolism

0.44

0.44

0.44
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GQ INCREASED 0.44

GQ INCREASED 0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

546|ENSDARP00000114428 Carnitine i Il Lipid I 0.44

547|ENSDARP00000121781 Myosin, heavy chain 11a, smooth muscle Cell cycle, division, growth and fate 0.44

044

549|ENSDARP00000112598 0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

0.44

560|ENSDARP00000075627 " iali 3, tandem duplicate 4 Lipid I 0.44

561|ENSDARP00000079035 ¥ Sialidase 3, tandem duplicate 4 Lipid metabolism 0.44

0.44

0.44

564|ENSDARP00000075204 SEPT7- SEPT7-201 C) proteins Cell cycle, division, growth and fate GQ INCREASED 0.44

565|ENSDARP00000069063 hm:zeh0351 hm:zeh0351 C proteins Cell cycle, division, growth and fate GQ INCREASED 0.44

566|ENSDARP00000117207 CU469531.2 CU469531.2-201 Ras-related protein Rab-11B Other GQ INCREASED 0.44

0.43

0.43

0.43

0.43

0.43

572|ENSDARP00000042511 i F idylinositol transfer protein, beta, like Lipid I GQ INCREASED 0.43

573|ENSDARP00000095113 |pitpnbl [pitpnbl-202 P idylinositol transfer protein, beta, like Lipid metaboli GQ INCREASED 0.43

574 |ENSDARP00000113091 Adenylosuccinate lyase Cell cycle, division, growth and fate GQ INCREASED 0.43

0.43

576|ENSDARP00000026858 sept8b-001 Cell oycle division. growth and fate 0.43

0.43

0.43

0.43

580 ENSDARP00000121223 sept8a sept8a-002 Septin 8a Cell cycle, division, growth and fate GQ INCREASED 0.43

581|ENSDARP00000058796 hebp2 hebp2-201 Heme binding protein 2 Other GQ INCREASED 0.43

582|ENSDARP00000062535 hebp2 hebp2-001 Heme binding protein 2 Other GQ INCREASED 0.43

GQ INCREASED 0.43

GQ INCREASED 0.43

GQ INCREASED 0.43

GQ INCREASED 0.43

GQ INCREASED 0.43

0.43

0.43

590 ENSDARP00000035945 sccpdhb Saccharopine dehydrogenase b 0.43

591|ENSDARP00000052702 nucb2b Nucleobindin 2 0.43

0.43

0.43

0.43

0.43

0.42

0.42

598 |ENSDARP00000025374 uap1l1 uap111-001 UDP-N-acteylglucosamine pyrophosphorylase 1, like 1 Cell cycle, division, growth and fate GQ INCREASED 0.42

GQ INCREASED 0.41

GQ INCREASED 0.40

GQ INCREASED 0.40

ENSDARP00000096295 [ACTR3 (1 of 2) [ACTR3 (1 of 2)-201 IARP3 actin-related protein 3 homolog (yeast) Cell cycle, division, growth and fate GQ INCREASED 0.40

GQ INCREASED 0.40




612 |ENSDARP00000098561
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ENSDARP00000081816 ldixe  [ddx6-201 DEAD (Asp-Glu-Ala-Asp) box helicase 6 Cell cycle, division, growth and fate

GQ INCREASED

0.40

GQ INCREASED

0.40

0.39

0.39

0.39

0.39

0.38

0.38

0.38

2',3"-cyclic ide 3'

613|ENSDARP00000117370

620|ENSDARP00000074247

2',3"-cyclic nucleotide 3' phosphodiesterase

Voltage-dependent anion channel 3

Cell cycle, division, growth and fate

0.38

0.38

0.37

0.37

0.37

0.37

0.37

0.37

621|ENSDARP00000121437

Voltage-dependent anion channel 3

0.37

0.37

0.37

0.36

0.36

0.36

0.36

0.35

0.35

0.35

0.35

0.35

0.35

0.35

0.35

0.35

GQ INCREASED

0.35

GQ INCREASED

0.35

0.35

0.35

D GTP binding protein 2

APOD (3 of 3)

APOD (3 of 3)-201

Developmentally regulated GTP binding protein 2

Apolipoprotein D

Cell cycle, division, growth and fate

pid metabolism

0.35

0.34

0.34

0.33

0.33

0.33

0.33

0.33

0.33

0.33

0.32

0.30

0.29

0.29

0.29

0.29

0.29

0.29

0.29

0.29

0.29

0.29

0.29

GQ INCREASED

0.29

APOD (3 of 3)

APOD (3 of 3)-001

Apolipoprotein D

Lipid

GQ INCREASED

0.29

666|ENSDARP00000117077

GQ INCREASED

0.29

APOD (3 of 3)

APOD (3 of 3)-004

Apolipoprotein D

Lipid

667 |[ENSDARP00000123122

[APOD (3 of 3)

APOD (3 of 3)-003

Apolipoprotein D

Lipid metabolism

GQ INCREASED

0.29

ENSDARP00000123418

671|ENSDARP00000121216

APOD (3 of 3)

APOD (3 of 3)-002

Apolipoprotein D

Ras homolog gene family, member A

Lipid metabolism

Cell cycle, division, growth and fate

GQ INCREASED

0.29

0.29

0.29

0.29

10
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679|ENSDARP00000052267 transfer protein, beta, like

GQ INCREASED

0.29

0.29

0.29

0.29

0.29

0.29

0.29

Lipid

0.29

680|ENSDARP00000124921

686|ENSDARP00000109870 hdac10 Histone 10

Cell cycle, division, growth and fate

0.29

0.29

0.29

0.29

0.29

0.29

Cell cycle, division, growth and fate

0.29

687|ENSDARP00000067534 cap2 CAP, adenylate cyclase-associated protein, 2 (yeast)

694 [ENSDARP00000046358 Myosin, heavy chain 10, non-muscle

Other

0.29

0.28

0.28

0.28

0.28

0.26

0.26

Cell cycle, division, growth and fate

0.26

695 |[ENSDARP00000125918 Myosin, heavy chain 10, non-muscle

Cell cycle, division, growth and fate

0.26

0.26

697 |ENSDARP00000125771 myh10-002 Myosin, heavy chain 10, non-muscle Cell cycle, division, growth and fate GQ INCREASED

0.26

GQ INCREASED

0.26

GQ INCREASED

0.26

GQ INCREASED

0.25

701|ENSDARP00000015404 ehd1a-201 EH domain-containing protein 1 Lipid metabolism GQ INCREASED

704 [ENSDARP00000052941 serpinh2 i Serpin inhibitor, clade H (heat shock protein 47), member 1, (collagen binding protein 1)

0.25

0.24

0.24

0.24

705|ENSDARP00000105167 serpinh2 Serpin peptidase inhibitor, clade H (heat shock protein 47), member 1, (collagen binding protein 1)

707 |[ENSDARP00000086805

0.24

0.24

Cell cycle, division, growth and fate GQ INCREASED

0.24

Myosin, heavy polypeptide 9b, non-muscle

708|ENSDARP00000114437 Myosin, heavy 9b, 1

Cell cycle, division, growth and fate GQ INCREASED

0.23

709 |[ENSDARP00000068053 Testis derived transcript (3 LIM domains)

717|ENSDARP00000068054 tes

Cell cycle, division, growth and fate GQ INCREASED

0.23

0.22

0.22

0.22

0.22

0.22

0.22

0.22

Cell cycle, division, growth and fate

0.22

718|ENSDARP00000113128 arcnib

Other

0.22

0.22

0.22

0.22

0.22

0.22

0.22

0.20

0.20

Cell cycle, division, growth and fate

0.20

727|ENSDARP00000129034 eml2 [emI2-001 Echinoderm microtubule associated protein like 2
728 |ENSDARP00000008223 eml2 leml2-201 Echinoderm microtubule associated protein like 2

731/ENSDARP00000094289 cpnet-202

Cell cycle, division, growth and fate

0.20

0.19

0.18

0.18

0.18

0.18

734|ENSDARP00000082086 cpnet-201

739|ENSDARP00000053867 aldh9a1b

0.18

0.17

0.17

0.17

0.17

0.16

9 family, member A1b

11



740
741 |ENSDARP00000011311

arcnla

arcn1a-001
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Archa

GQ INCREASED

0.16

GQ INCREASED

742|ENSDARP00000101190

RAP1GDS1

RAP1GDS1-201

RAP1, GTP-GDP dissociation stimulator 1

ENSDARP00000047801 __Jarentb____________larcn1b-001 Archain 1b
ENSDARP00000051798 lhdact ~ [hdac1-001 Histone deacetylase 1 Cell cycle, division, growth and fate

GQ INCREASED

GQ INCREASED

GQ INCREASED

GQ INCREASED

GQ UNIQUE -
GQ UNIQUE -

GQ UNIQUE -

aldh2.1-001 Aldehyde dehydrogenase 2 family (mitochondrial), tandem duplicate 2 Energy metabolism GQ UNIQUE -

oxct1a oxct1a-004 3-oxo0acid CoA 1a Lipid GQ UNIQUE -

tubb2 tubb2-001 (novel) Beta tubulin Cell cycle, division, growth and fate GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -
GQ UNIQUE -

GQ UNIQUE -
GQ UNIQUE -

[ENSDARP00000072006 __Jwbatc ____________ Jwbate001 __________ [Twbuinalphatc ________________________[Cellcycle diision. growthandfate | GQUNIQUE -
GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -
GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

CABZ01112387.1-201 Myosin 9 like-myosin N super family Cell cycle, division, growth and fate GQ UNIQUE -

arf1-201 factor 1 Cell cycle, division, growth and fate GQ UNIQUE -

780|ENSDARP00000102498 arf1 arf1-202 ADP-ril ion factor 1 Cell cycle, division, growth and fate GQ UNIQUE -
781|ENSDARP00000128933 ppp5C ppp5c-001 Protein 5, catalytic subunit Cell cycle, division, growth and fate GQ UNIQUE -
LOC101884557 Novel Myosin 9 like-myosin N super family Cell cycle, division, growth and fate GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

ENSDARP00000104932 sh3d21 Novel L i protein--SH3 d protein 21 Cell cycle, division, growth and fate GQ UNIQUE -
788|ENSDARP00000058636 sh3d21 Novel L i protein--SH3 d protein 21 Cell cycle, division, growth and fate GQ UNIQUE -
ENSDARP00000062517 zgc:162356 zgc:162356-001 Glutathione S-transferase-glutathione metabolism-xenobiotics biodegredation and metabolism Cell cycle, division, growth and fate GQ UNIQUE -
GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

si:ch211-186e20.7 si:ch211-186e20.7-201 Serpin super family-alpha antitrypsin domain GQ UNIQUE -

si:ch211-186€20.7 si:ch211-186€20.7-001 Serpin super family-alpha antitrypsin domain GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

GQ UNIQUE -

ENSDARP00000008466 hpx hpx-201 Hemopexin GQ UNIQUE -
806|ENSDARP00000111337 Ihpx hpx-001 Hemopexin Other GQ UNIQUE -
807|ENSDARP00000052498 |_g|a gla-201 alactosidase, alpha Lipid GQ UNIQUE -

12
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808 |ENSDARP00000075482 ES1 protein homolog, mitochondrial GQ UNIQUE
GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

Carboxylesterase 3 pid metabolism GQ UNIQUE

Carboxylesterase 3 Lipid metabolism GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

822|ENSDARP00000091998 ddx39aa 201 DEAD (Asp-Glu-Ala-Asp) box Cell cycle, division, growth and fate GQ UNIQUE
823 [ENSDARP00000115525 oxsrib loxsr1b-001 Oxidative-stress responsive 1b Cell cycle, division, growth and fate GQ UNIQUE
824 |[ENSDARP00000126065 sesn2 sesn2-003 Sestrin 2 Cell cycle, division, growth and fate GQ UNIQUE
GQ UNIQUE

826|ENSDARP00000117895 ITPA (2 of 2) ITPA (2 of 2)-201 Inosine triphosphatase (nucleoside triphosphate pyrophosphatase) Cell cycle, division, growth and fate GQ UNIQUE
827 |ENSDARP00000123429 g3bp1 g3bp1-002 (GTPase activating protein (SH3 domain) binding protein 1 Cell cycle, division, growth and fate GQ UNIQUE
GQ UNIQUE

[ENSDARPOOOOOO74674 __Jitpa _ fa00t _____[inosine triphosphatase (nucleoside triphosphate pyrophosphatase) _____________________[Celloycle, division, growth and fate___|  GQUNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

833|ENSDARP00000008513 ddx39aa 9aa-001 DEAD (Asp-Glu-Ala-Asp) box Cell cycle, division, growth and fate GQ UNIQUE
834 |ENSDARP00000093160 sesn2 Cell cycle, division, growth and fate GQ UNIQUE
GQ UNIQUE

GQ UNIQUE

837|ENSDARP00000122064 (DNA directed), delta 2, regulatory subunit GQ UNIQUE
838 |ENSDARP00000125677 Cell cycle, division, growth and fate GQ UNIQUE
GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

ENSDARP00000009876 memo1 memo1-001 of cell motility 1 Cell cycle, division, growth and fate GQ UNIQUE

848 |ENSDARP00000025917 ppp6C ppp6c-001 Protein 6, catalytic subunit Cell cycle, division, growth and fate GQ UNIQUE
849|ENSDARP00000023671 lj13639 1j13639-201 Uncharacterized protein--short chain dehydrogenase/reductase Other GQ UNIQUE
GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

853 |[ENSDARP00000124689 nmtla nmt1a-002 N-myristoyltransferase 1a Other GQ UNIQUE
854|ENSDARP00000128976 si:ch211-165b10.3 si:ch211-165b10.3-001 L i protein Other GQ UNIQUE
ENSDARP00000076538 PPP2R5C (2 of 2) PPP2R5C (2 of 2)-201 Protein phosphatase 2, regulatory subunit B,, gamma Cell cycle, division, growth and fate GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

ENSDARP00000098745 nomo nomo-201 Nodal Cell cycle, division, growth and fate GQ UNIQUE

860 |ENSDARP00000128647 nomo nomo-001 Nodal Cell cycle, division, growth and fate GQ UNIQUE
861|ENSDARP00000010925 ddx39ab -001 DEAD (Asp-Glu-Ala-Asp) box ide 39Ab Cell cycle, division, growth and fate GQ UNIQUE
ENSDARP00000052354 ddx39b ddx39b-001 DEAD (Asp-Glu-Ala-Asp) box polypeptide 39Ab Cell cycle, division, growth and fate GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

GQ UNIQUE

impdh1b impdh1b-002 Inosine 5, g¢ 1b Cell cycle, division, growth and fate GQ UNIQUE

oxct1b oxct1b-001 3-oxo0acid CoA 1b Lipid GQ UNIQUE

impdh1b impdh1b-001 Inosine 5,-phosphate dehydrogenase 1b Cell cycle, division, growth and fate GQ UNIQUE

GQ UNIQUE

ENSDARP00000019185 impdhia impdh1a-001 Inosine 5, 1a Cell cycle, division, growth and fate GQ UNIQUE

873 |ENSDARP00000125968 usp7 usp7-001 Ubiquitin specific 7 (herpes vi Cell cycle, division, growth and fate GQ UNIQUE
874|ENSDARP00000002502 usp7 usp7-201 Ubiquitin specific peptidase 7 (herpes virus-associated) Cell cycle, division, growth and fate GQ UNIQUE
875 GQ UNIQUE
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876 GQ UNIQUE
877|ENSDARP00000014963 Ppp: 201 Protein 2, regulatory subunit B,, gamma b Cell cycle, division, growth and fate GQ UNIQUE
878|ENSDARP00000101961 ppp2r5cb ppp2r5ch-202 Protein 2, regulatory subunit B,, gamma b Cell cycle, division, growth and fate GQ UNIQUE
879|ENSDARF'00000103928 ppp: 001 Protein 2, regulatory subunit B,, gamma b Cell cycle, division, growth and fate GQ UNIQUE
880|ENSDARP00000012055 ctps1b ctps1b-001 [CTP synthase 1b Cell cycle, division, growth and fate GQ UNIQUE
381|ENSDARP00000028051 ImnI3 ImnI3-001 Lamin L3 Cell cycle, division, growth and fate GQ UNIQUE
882 |ENSDARP00000070709 ctps1b ctps1b-201 [CTP synthase 1b Cell cycle, division, growth and fate GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
GQ UNIQUE
891|ENSDARP00000025533 Cell cycle, division, growth and fate GQ UNIQUE
892 [ENSDARP00000072597 Jtin1 [tin1-001 [Talin 1 |cell cycle, division, growth and fate GQ UNIQUE
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