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Catalytic activity I 1.93 ****

Unclassified ] 0.66

Hydrolase activity I 2.04 ****
Oxidoreductase activity N 3.98 ****
Structural molecule activity I 2.35 **
RNA binding I 4.1 ****
Ligase activity 3.2*
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Unclassified | ]0.85
Structural molecule activity N 3.46 ****
Structural constituent of cytoskeleton NN 4.88 **** .
Single-stranded DNA binding 1 > 5 **** Poor Quality Eggs
Receptor activity # 0.28 **
Phosphate inhibitor activity B >5 **
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MULTIPLE SAMPLES EXPERIMENT
GO-term

Unclassified | 0.7
Oxidoreductase activity I > 5 ***
Translation regulator activity N >5 **

Translation initiation factor activity NN >5 **
Amino acid transmembrane transporter activity N >5 ***

Structural constituent of ribosome NN > 5 * .
Translation factor activity, nucleic acid binding E— > 5 ** Good Quality Eggs
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Unclassified [ 10.72
Structural molecule activity G > 5
Structural constituent of cytoskeleton I > 5 ****
Peptidase activity N 4.06 *
Enzyme inhibitor activity NN > 5 **
Structural constituent of ribosome N > 5 *** Poor Quality Eggs
Peptidase inhibitor activity I > 5 *
Cysteine-type endopeptidase inhibitor activity 1l >5 **
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S1 Fig. Enrichment of Molecular Function GO terms with differentially regulated
proteins. Results of over-representation binomial tests [27] for enrichment of Molecular
Function GO terms (PANTHER GO-Slim) with proteins up-regulated in good and poor quality
zebrafish eggs. Top Panel. Pooled Samples Experiment. Bottom Panel. Multiple Samples
Experiment. Horizontal bars indicate the number of proteins attributed to each GO term for
which statistically significant results (p<0.05 after Bonferroni correction for multiple tests)
were observed. Numbers next to the bars indicate the fold-enrichment with proteins attributed
to each term and the number of asterisks indicates the significance level of the enrichment, as
follows p<0.05 (*), p<0.01 (**), p<0.001 (***), and p<0.0001 (¥***).




