S2 Table. Primer sequences used for A. baumannii in present study

Primer Sequence Annealing | Target Gene(s) | Reference
Name Temp (°C)
OXA-51- | TAATGCTTTGATCGGCCTTG 52 blaoxa-s1-like 1
like TGGATTGCACTTCATCTTGC
OXA-23- | GATCGGATTGGAGAACCAGA 52 blaoxa-23-like 1
like ATTTCTGACCGCATTTCCAT
OXA-24- | GTACTAATCAAAGTTGTGAA 50 blaoxa-24-like 2
like TTCCCCTAACATGAATTTGT
OXA-40- | GGTTAGTTGGCCCCCTTAAA 52 blaoxa-40-tike 1
like AGTTGAGCGAAAAGGGGATT
OXA-58- | AAGTATTGGGGCTTGTGCTG 52 blaoxa-ss-iike 1
like CCCCTCTGCGCTCTACATAC
IMP GGAATAGAGTGGCTTAATTCTC 52 blajup 1
CCAAACCACTACGTTATCT
VIM GATGGTGTTTGGTCGCATA 52 blayw 1
CGAATGCGCAGCACCAG
GIM TCGACACACCTTGGTCTGAA 52 blagv 1
AACTTCCAACTTTGCCATGC
SPM AAAATCTGGGTACGCAAACG 52 blaspm 1
ACATTATCCGCTGGAACAGG
SIM TACAAGGGATTCGGCATCG 52 blagv 1
TAATGGCCCGTTCCCATGTG
DIM TCTATTCAGCTTGTCTTCGC 52 blap 3
TGTTAGAGGCTGTCTCAGCC
NDM-1 GGTTTGGCGATCTGGTTTTC 52 blanpm-1 3
CGGAATGGCTCATCACGATC
TEM ATCAGCAATAAA CCAGC 52 blatewm 4
CCCCGAAGAACGTTTTC
PER ATGAATGTCATTATAAAAGC 50 blaper 5
AATTTGGGCTTAGGGCAGAA
SHV AGGATTGACTGCCTTTTTG 52 blaspy 4
ATTTGCTGATTTCGCTCG
VEB CAGTTTGAGCATTTGAATACAC 55 blayes 5
AGCGTATTTGTTGCAGAGTCC
KPC-1 GCTACACCTAGCTCCACCTTC 64 blakpc.1 6
GACAGTGGTGGTAATCCATGC
KPC-2 GGTGATTCAGGGGTAAAGTGG 64 blakpc.» 6
GACAGTGGTGGTAATCCATGC
KPC-5 TGCGCAACTGTTTTGTCGAG 64 blakpc.s This study
CGGCATAGTCATTTGCCGTG
KPC-10 TGTGTACGCGATGGATACCG 64 blakpc.10 This study
TCCGGTTTTGTCTCCGACTG
CTX-M-1 | AAAAATCACTGCGCCAGTTC 52 blacTx-m-1 1
AGCTTATTCATCGCCACGTT
CTX-M-2 | CGACGCTACCCCTGCTTT 52 blacrx-m-2 1
CCAGCGTC GATTTTTCAGG
CTX-M-8 | TCGCGTTAAGCGGATGATGC 52 blacTx-m-s 1

AACCCACGATGTGGGTAGC




CTX-M-9 | CAAAGAGAGTGCAACGGATG 52 blacTx-m- 1

ATTGGAAAGCGTTCATCACC
CTX-M-25 | GCACGATGACATTCGGG 52 blacTx-m-25 1
AACCCACGATGTGGGTAGC
ACD-7 ATGCGATTTAAAAAAATTTCTTGT 52 blaapc 1.7 7
TTATTTCTTTATTGCATTCAG
ampC AGTACCTCAATTTATGCGGGCA 52 blaampc 8
TGCATTCAGCACAGCATAAGC
ISAbal CACGAATGCAGAAGTTG 52 ISaba1 9
CGACGAATACTATGACAC
int123 TGCGGGTYAARGATBTKGATTT 64 Integrase gene 10
CARCACATGCGTRTARAT (inty3)
ICA-1 TCATGGCTTGTTATGACTGT 55 Integron Cassette 10
GTAGGGCTTATTATGCACGC Array-1
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