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Cldna
Cldnb
Cldnc
Cldnd
Cldne
Cldnf
Cldng
CLDN6
CLDN9
Cldnh
Cldni
CLDN3
CLDN4
Cldn;j
CLDN5
CLDN17
CLDN8
CLDN12
Cldn12
CLDN20
CLDN2
CLDN14
Cldn19
CLDN19
CLDN7
Cldn7
CLDN1
CLDN10
CLDN15
Cldn10
CLDN16
CLDN11
Cldn11
CLDN18
HrCldna
Cldn13
F53B3.5

(AF359423) {---MVSAGLQMVEGIALAVIGWIGVIVVCILPMWQVTAFIGQN--IVTAQVTWEGIWMSCVVQST-GQMQCRVYDS-MLALS--SDLQAARALCIISILVE 91
(AF359426) 1---MASTGLQMLGIALAIFGWIGVIVLCALPMWKVTAFIGAN--IVTSQTSWEGIWMSCVVQST-GQMQCKVYDS-MLALS--SDIQAARALTVISIVIG 91
(AF359432) {1---MASFGLELVGVTLSVLGWILNIVCCALPMWRVTAFIGTN--IVTAQVYWEGIWMSCVVOQOST-GQMQCKVYDS-MLALP--ADLQAARALVVVAIIVE Q1
(CAA09777) 1---MASVEGLQLLATVLAIIGWLGEIVICALPMWKVTAFIGNN--IVTAQIFWEGLWMNCVQQOST-GQMQCKVYDS-MLALP--QDLQAARALVVISIIVT 91
(AF359425) 1-- —MVSMCIEILGMCLAI IGFLGAIIICALPMWKVTAFIGAN- - IVTAQTIWEGLWMNCVMQST-GQMQCKIYDS-LLALP--QDLOAARALVVIAIIVS 91
(AF359424) 1---MGRIAKEVAGQTLCFIGFVGICICCEGIPMWRVTITYIGAN--IVTGQIVWDEGLWMNCVMOST-CGQOMQCKIQODS - IMNLT - -QDLQVARALVIISILIG 91
(CAA09778) 1----MSTGLQLLETTLETLEWLGIIISCAIPLWRVTAFIGNN--IVTAQTMWEGLWMSCVVQST-GQMQCKVYDS-MLALA - -QDLQASRAILVISAIVE 90
(CAB56533) 1---MASAGMQILGVVLTLLGWVNGLVSCALPMWKVTAFIGNS--IVVAQVVWEGLWMSCVVQST-GQMQCKVYDS-LLALP--QDLQAARALCVIALLVA 91
(CAA10254) 1---MASTGLELLGMTLAVLGWLGTLVSCALPLWKVTAFIGNS--IVVAQVVWEGLWMSCVVOST-GQMQCKVYDS-LLALP--QDLQAARALCVIALLLA 91
(AF359434) {----MSMGLEIGGIALGIIGWIISIVACALPMWRVSAFVGAN--IVTAQVIWEGLWMNCVVQST-GQMQCKVYDS-MLALG--QDLQASRAMTVIAIILA 90
(AF359428) 1---MGSAGVQIVCVALGILGLIATVVTIAIPQWKTSAFIGQN--IITAQVSEEGLWMQCVVOST-GQQQCKSYDS-LLILS--SDLQAARAMTIISCMLS 91
(NP_001297) 1----MSMEGLEITGTALAVLCGWLGTIVCCALPMWRVSAFIGSN--IITSONIWEGLWMNCVVQST-GQMQCKVYDS-LLALP--QDLQAARALIVVAILLA 9Q
(NP_001296) 1---MASMGLQVMGIALAVLGWLAVMLCCALPMWRVTAFIGSN--IVTSQTIWEGLWMNCVVQST-GQMQCKVYDS-LLALP--QDLQAARALVIISIIVA Q]
(AF359430) 1------ MALQVLGITLSMIGFAGTIIICALPMWKVTAFIGTN--IVVAQVFWEGLWMTCVYERTI - GOMQCKLYDA-LLDLD--PFLQASRGLIVTTMALA 88
(NP_003268) 1---MGSAALEILGLVLCLVGWGGLILACGLPMWQVTAFLDHN- - IVTAQTTWKCGLWMSCVVOST - GHMQCKVYDS - VLALS - - TEVQAARALTVSAVLLA 91
(NP_036263) 1---MAFYPLQIAGLVLGFLGMVGTLATTLLPQWRVSAFVGSN--IIVFERLWEGLWMNCIROAR-VRLQCKFYSS-LLALP--PALETARALMCVAVALS 91
(NP_036264) 1-- —MAT ALEIAGLFLGGVGMVGTVAVTVMPQWRVSAFIENN- - IVVFENFWEGLWMNCVRQAN - IRMQCKIYDS-LLALS - - PDLOQAARGLMCAASVMS 91
(NP_036261) 1MGC AATVLSFLCGIASVAGLFAGTLLPNW LILITFN —NEINLTVYTGLWV CARYD- —GSSDCLMYDTTWYSSVDQLDLIVLQFALPLSMLIA97
(AF359433) 1MSC ATNAFAFVIAMLSVGGLTVATLIPQWRTMRLLTFNR-NAKNVTVYDGLWTKCVRRD--GSSGCYYFDSDWYARKVDQLDLRLLQFCLPTGLLFS 97
(P56880) 1--- MASAGLQLLAFI LALSGVSGVLTATLLPNWKVNVDVDSN--IITAIVQLHGLWMDCTWYST-GMFSCALKHS-ILSLP- - IHVQAARATMVLACVLS 91
(NP_065117) 1---MASLELQLVEYILELLGLLGTLVAMLLPSWKTSSYVGAS--IVTAVGFS GLWMECATIST—GITQCDIYST—LLGLP --ADIQAAQAMMVTSSAIS 91
(NP_036262) 1---MASTAVQLLGFLLSFLGMVGTLITTILPHWRRTAHVGTN--ILTAVSYLKGLWMECVWHST-GIYQCQIYRS-LLALP--QDLQAARALMVISCLLS 91
(AF359436) 1---MAHAGLQMLGYCLGFLGLLGLIASTAMAEWKMSSYAGDN--IITAQAQYEGLWQSCVSQOST-GQLQCKKYDS-LLKLP--GEIQGARGLMLTGIFLC 91
(AL136383.3) 1---MANSGLQLLGYFLALGCWVGIIASTALPQWKQSSYAGDA--IITAVELYECGLWMSCASQOST-CGQVQCKLYDS-LLALD--GHIQSARALMVVAVLLE 91
(CAA09626) 1---MANSGLQLLGFSMALLGWVGLVACTAIPQWQMSSYAGDN--IITAQAMYKGLWMDCVTQST-GMMSCKMYDS - VLALS - -AALQATRALMVVSLVLE 91
(CAA09776) 1---MAHKGLQLLGFTLSLLGLIGLIIGTIMPQWKMSAYVGDN--IITAIAMYQGLWMSCAYQST-GQQQCKVYDS-VLQLD--SALQATRALMVVAILLT 91
(AAD16433) 1---MANAGLQLLGFILAFLCGWIGAIVSTALPQWRIYSYAGDN--IVTAQAMYEGLWMSCVSQST-CGQIQCKVFDS-LLNLS--STLQATRALMVVEGILLE 91
(NP_008915) {1---MASTASEIIAFMVSISGWVLVSSTLPTDYWKVSTIDGT---VITTATYWANLWKACVTDST-GVSNCKDFPS-MLALD--GYIQACRGLMIAAVSLG 90
(NP_055158) 1----MSMAVETFGFFMATVGLLMLGVTLPNSYWRVSTVHGN---VITTINTIFENLWFSCATDSL-GVYNCWEFPS-MLALS--GYIQACRALMITAILLG 89
(AF359427)  1----MSTALEVTGYFMCLIGWVLTGLAVANDYWKISSIQGN---VIVSNRLYENLWHACGEDST-GKANCQDFQS-MLALP - —VII QACRALVIIALLLG 89
(NP_006571) 71- - - -MRDLLQYIACFFAFFSAGFLIVATWTDCWMVNADD - - - - - SLEVSTRCRGLWWECVINAFDGIRTCDEYDSILAEHP- - LKLVVTRALMITADILA 159
(CAB55487) 1---MVATCLQVVGFVTSFVGWIGVIVTTSTNDWVVTCGYTI PTcrLDELGS GLWADCVMAT- -GLYHCKPLVD-ILILP--GYVQACRALMIAASVLG 92
(AF359429) 1---MSNSCRLLCGFLMSFVEGWIGIIIATSTNDWVLSCTYGSHSCRNMDDLETKGLWTECVIST--ALYHCIPLNQ-VRRIP--AYIQACRVLMVSASLLG 92
(NP_057453) 1---MSTTTCQVVAFLLSILGLAGCIAATGMDMWSTQDLYDN---PVTSVFQYEGLWRSCVROSS - GFTEC.PYFT ILGLP--AMLQAVRALMIVGIVLG 90
(CAB96130) 1---MVNEVLQVFGFLLTVLGWLLSIVTCSISSWKRSDVKGE---VIESITRTTGLWIRCTQQAT - WTCDNYDSYFLGLP——VPLQGA ATTLLSLLLG 91
(NP_065250) 1---MVVSKQEAISFSVTSLEWVGAIVSCVLPVWRVTFPDDE- - -TDPDATIWECGLWHICQVREN - WIQCTLYDT RILVA--QDIRVSRVFMVICTIGT 90
(AAAB1409) 1----------"-“-------------- MGSPCIWSNEFMVPE- - - SKKEHFSNNELYRHYAAK-------------~--~-~--~-~-- - -~ ATIIAYVVGIVFV 46
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02 VVGILLAAA VCVIS- - IFIVAGVLCLIPVCWTANNII FYNPMTNSAQK----------- L WGASALLII SLLC 182...
92 VMGIMLSMA VGITA--GVIFIISGVLCLVPVCWTANAIIQDFYNPLVVQAQK----------- I WGASALLIIGGSLLC 182...
VMISS- - AFITASVLQLIPVCWSAHTVILEFYSPLVPEAQK----------- I WAASAMLLVGGSILC 182...

92FM.VFLTIA VVVAA--GVFFLVGGILCLIPVCWSANSVI FYNPTLSDAQK----------- L WCAS.LLLL LLC 182..
9 VSIAS--GVIFIIAGVLVLVPVCWSANTIIRDFYNPLLTDAQR----------- M WGVAALLITI ILC182...
ILCIVAGVLLLIPVCWSAAYTISDYVSVTTIQTQK----------- L SAFLLF IILC182..

VAFIIA IL.LVPPSWTANTII FYNPLVAEAQK----------- F AVLLVI LLC 181..

92 LF IVFVISGVLTLIPVCWTAHAVIRDFYNPLVAEAQK----------- L WAASGLLLL LLC 182.
92 LL VILLLA ILVLIPVCWTAI?IIQ FYNPLVAEALK----------- L WAAAALLML LLC182...
91 VL IMFIIA IL.LIPSAWVANQII FYNPLLPGAQQ----------- L FAAAALLII MLC 181...
92 VLSLLILC LLVIIPVSWAANNVVRDFNNPMVPEAQK----------- L WASGVLLILAGGLLC 182...
91 AFGLLVALVGAQCTNCVQDDT - -AKAKITIVA--GVLFLLAALLTLVPVSWSANTIIRDFYNPVVPEAQK----------- M WAAAALQLL LLC181...
92 ALGVLLSVV LMVIVPVSWTAHNIIQDFYNPLVASGQK----------- M WAASGLLLL LLC 182..
89 SLAFLIFLIGADCTNCLSNPR--AKGRIVVVS--GITFMLSGLTTVVPVSWTADSIIRDFENPVVHEALK----------- M WLTAGFLFV ILC179..
——————————— L WAATALLMVGGCLLC 182..

----------- L WASAAVLFI LLC 183..

——————————— L WTTALVLIV LFC 183...

TVSLSPSIWVIFYNI ————————— LFMTSLILF 193...

IAMPPSVWFLFHTRHLNERYDH--------- F VYVAI.SA LILAALLMF 194...

ISSLISTVWYT IIANFL LT ——————————— FISAMLLFISGMIFC 182,

___________ FISSSLSLIGGTLLC 182..
___________ WGSSALSITIGGSLLC 183..
___________ WASAGLAVLGGSFLC 183..
___________ WAISALVIL LLS 183...

——————————— WSASLISIL
LCTMVGVSWYAARVVQEFNDPFYG-GVR----------- WAGAALCML
TPGIIGSVWYAVDVYVERSTLVLHNIFLG--------
VLLILLALCALVATIWFPVCAHRETT----------=-----—----

93 LPALALLLLAMPCV LIILVISLCGMVSTVWFPIGRLDGL---------------------
91AIILLVSIFAL KRcI IMFIVSGLCAIA VSVFANMLVTNFWMSTANMYT M-MVQTVQTI

e
92 FFGILLAIFGL . ML.VA VSL.T VCWFAATVLQ QNP.NQVSA ——————————
47VLSFIV.LI

93 LPAILLLLTVLPCI

91 WLGLLLCVL MFLSV - LLMLVPLSWV NII FNPLL -----------
__________ ILLILA LSMSVAMLLW YVAYS
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