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---MVSAGLQMVGIALAVIGWIGVIVVCILPMWQVTAFIGQN--IVTAQVTWEGIWMSCVVQST-GQMQCKVYDS-MLALS--SDLQAARALCIISILVG
---MASTGLQMLGIALAIFGWIGVIVLCALPMWKVTAFIGAN--IVTSQTSWEGIWMSCVVQST-GQMQCKVYDS-MLALS--SDIQAARALTVISIVIG
---MASFGLELVGVTLSVLGWILNIVCCALPMWRVTAFIGTN--IVTAQVYWEGIWMSCVVQST-GQMQCKVYDS-MLALP--ADLQAARALVVVAIIVG
---MASVGLQLLATVLAIIGWLGEIVICALPMWKVTAFIGNN--IVTAQIFWEGLWMNCVQQST-GQMQCKVYDS-MLALP--QDLQAARALVVISIIVT
---MVSMCREILGMCLAIIGFLGAIIICALPMWKVTAFIGAN--IVTAQTIWEGLWMNCVMQST-GQMQCKIYDS-LLALP--QDLQAARALVVIAIIVS
---MGRIAKEVAGQTLCFIGFVGICICCGIPMWRVTTYIGAN--IVTGQIVWDGLWMNCVMQST-GQMQCKIQDS-IMNLT--QDLQVARALVIISILIG
----MSTGLQLLGTTLGTLGWLGIIISCAIPLWRVTAFIGNN--IVTAQTMWEGLWMSCVVQST-GQMQCKVYDS-MLALA--QDLQASRAILVISAIVG
---MASAGMQILGVVLTLLGWVNGLVSCALPMWKVTAFIGNS--IVVAQVVWEGLWMSCVVQST-GQMQCKVYDS-LLALP--QDLQAARALCVIALLVA
---MASTGLELLGMTLAVLGWLGTLVSCALPLWKVTAFIGNS--IVVAQVVWEGLWMSCVVQST-GQMQCKVYDS-LLALP--QDLQAARALCVIALLLA
----MSMGLEIGGIALGIIGWIISIVACALPMWRVSAFVGAN--IVTAQVIWEGLWMNCVVQST-GQMQCKVYDS-MLALG--QDLQASRAMTVIAIILA
---MGSAGVQIVCVALGILGLIATVVTIAIPQWKTSAFIGQN--IITAQVSEEGLWMQCVVQST-GQQQCKSYDS-LLILS--SDLQAARAMTIISCMLS
----MSMGLEITGTALAVLGWLGTIVCCALPMWRVSAFIGSN--IITSQNIWEGLWMNCVVQST-GQMQCKVYDS-LLALP--QDLQAARALIVVAILLA
---MASMGLQVMGIALAVLGWLAVMLCCALPMWRVTAFIGSN--IVTSQTIWEGLWMNCVVQST-GQMQCKVYDS-LLALP--QDLQAARALVIISIIVA
------MALQVLGITLSMIGFAGTIIICALPMWKVTAFIGTN--IVVAQVFWEGLWMTCVYERI-GQMQCKLYDA-LLDLD--PFLQASRGLIVTTMALA
---MGSAALEILGLVLCLVGWGGLILACGLPMWQVTAFLDHN--IVTAQTTWKGLWMSCVVQST-GHMQCKVYDS-VLALS--TEVQAARALTVSAVLLA
---MAFYPLQIAGLVLGFLGMVGTLATTLLPQWRVSAFVGSN--IIVFERLWEGLWMNCIRQAR-VRLQCKFYSS-LLALP--PALETARALMCVAVALS
---MATHALEIAGLFLGGVGMVGTVAVTVMPQWRVSAFIENN--IVVFENFWEGLWMNCVRQAN-IRMQCKIYDS-LLALS--PDLQAARGLMCAASVMS
MGCRDVHAATVLSFLCGIASVAGLFAGTLLPNWRKLRLITFNR-NEKNLTVYTGLWVKCARYD--GSSDCLMYDTTWYSSVDQLDLRVLQFALPLSMLIA
MSCRDIHATNAFAFVIAMLSVGGLTVATLIPQWRTMRLLTFNR-NAKNVTVYDGLWTKCVRRD--GSSGCYYFDSDWYAKVDQLDLRLLQFCLPTGLLFS
---MASAGLQLLAFILALSGVSGVLTATLLPNWKVNVDVDSN--IITAIVQLHGLWMDCTWYST-GMFSCALKHS-ILSLP--IHVQAARATMVLACVLS
---MASLGLQLVGYILGLLGLLGTLVAMLLPSWKTSSYVGAS--IVTAVGFSKGLWMECATHST-GITQCDIYST-LLGLP--ADIQAAQAMMVTSSAIS
---MASTAVQLLGFLLSFLGMVGTLITTILPHWRRTAHVGTN--ILTAVSYLKGLWMECVWHST-GIYQCQIYRS-LLALP--QDLQAARALMVISCLLS
---MAHAGLQMLGYCLGFLGLLGLIASTAMAEWKMSSYAGDN--IITAQAQYEGLWQSCVSQST-GQLQCKKYDS-LLKLP--GEIQGARGLMLTGIFLC
---MANSGLQLLGYFLALGGWVGIIASTALPQWKQSSYAGDA--IITAVGLYEGLWMSCASQST-GQVQCKLYDS-LLALD--GHIQSARALMVVAVLLG
---MANSGLQLLGFSMALLGWVGLVACTAIPQWQMSSYAGDN--IITAQAMYKGLWMDCVTQST-GMMSCKMYDS-VLALS--AALQATRALMVVSLVLG
---MAHKGLQLLGFTLSLLGLIGLIIGTIMPQWKMSAYVGDN--IITAIAMYQGLWMSCAYQST-GQQQCKVYDS-VLQLD--SALQATRALMVVAILLT
---MANAGLQLLGFILAFLGWIGAIVSTALPQWRIYSYAGDN--IVTAQAMYEGLWMSCVSQST-GQIQCKVFDS-LLNLS--STLQATRALMVVGILLG
---MASTASEIIAFMVSISGWVLVSSTLPTDYWKVSTIDGT---VITTATYWANLWKACVTDST-GVSNCKDFPS-MLALD--GYIQACRGLMIAAVSLG
----MSMAVETFGFFMATVGLLMLGVTLPNSYWRVSTVHGN---VITTNTIFENLWFSCATDSL-GVYNCWEFPS-MLALS--GYIQACRALMITAILLG
----MSTALEVTGYFMCLIGWVLTGLAVANDYWKISSIQGN---VIVSNRLYENLWHACGEDST-GKANCQDFQS-MLALP--VHIQACRALVIIALLLG
----MRDLLQYIACFFAFFSAGFLIVATWTDCWMVNADD-----SLEVSTKCRGLWWECVTNAFDGIRTCDEYDSILAEHP--LKLVVTRALMITADILA
---MVATCLQVVGFVTSFVGWIGVIVTTSTNDWVVTCGYTIPTCRKLDELGSKGLWADCVMAT--GLYHCKPLVD-ILILP--GYVQACRALMIAASVLG
---MSNSCRLLCGFLMSFVGWIGIIIATSTNDWVLSCTYGSHSCRNMDDLETKGLWTECVIST--ALYHCIPLNQ-VRRIP--AYIQACRVLMVSASLLG
---MSTTTCQVVAFLLSILGLAGCIAATGMDMWSTQDLYDN---PVTSVFQYEGLWRSCVRQSS-GFTECRPYFT-ILGLP--AMLQAVRALMIVGIVLG
---MVNEVLQVFGFLLTVLGWLLSIVTCSISSWKRSDVKGE---VIESITRTTGLWIRCTQQAT-GHWTCDNYDSYFLGLP--VPLQGARATTLLSLLLG
---MVVSKQEAISFSVTSLGWVGAIVSCVLPVWRVTFPDDE---TDPDATIWEGLWHICQVREN-RWIQCTLYDT-RILVA--QDIKVSRVFMVICTIGT
--------------------------MGSPCIWSNEFMVPE---S K HFSNNELYRHYAAK ---------------------- IIAYVVGIVFV

Dre Cldna (AF359423) 1
Dre Cldnb (AF359426) 1
Dre Cldnc (AF359432) 1
Dre Cldnd (CAA09777) 1
Dre Cldne (AF359425) 1
Dre Cldnf (AF359424) 1
Dre Cldng (CAA09778) 1
Hsa CLDN6 (CAB56533) 1
Hsa CLDN9 (CAA10254) 1
Dre Cldnh (AF359434) 1
Dre Cldni (AF359428) 1
Hsa CLDN3 (NP_001297) 1
Hsa CLDN4 (NP_001296) 1
Dre Cldnj (AF359430) 1
Hsa CLDN5 (NP_003268) 1
Hsa CLDN17 (NP_036263) 1
Hsa CLDN8 (NP_036264) 1
Hsa CLDN12 (NP_036261) 1
Dre Cldn12 (AF359433) 1
Hsa CLDN20 (P56880) 1
Hsa CLDN2 (NP_065117) 1
Hsa CLDN14 (NP_036262) 1
Dre Cldn19 (AF359436) 1
Hsa CLDN19 (AL136383.3) 1
Hsa CLDN7 (CAA09626) 1
Dre Cldn7 (CAA09776) 1
Hsa CLDN1 (AAD16433) 1
Hsa CLDN10 (NP_008915) 1
Hsa CLDN15 (NP_055158) 1
Dre Cldn10 (AF359427) 1
Hsa CLDN16 (NP_006571) 71
Hsa CLDN11 (CAB55487) 1
Dre Cldn11 (AF359429) 1
Hsa CLDN18 (NP_057453) 1
Hro HrCldna (CAB96130) 1
Mmu Cldn13 (NP_065250) 1
Cel F53B3.5 (AAA81409) 1
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VVGILLAAAGGKCTTCIEEER--AKAKVCVIS--GAIFIVAGVLCLIPVCWTANNIIRDFYNPMTNSAQK-----------RELGASLFIGWGASALLIIGGSLLC
VMGIMLSMAGGKCTNCIEEES--SKAKVGITA--GVIFIISGVLCLVPVCWTANAIIQDFYNPLVVQAQK-----------REIGASLYIGWGASALLIIGGSLLC
VLALFVAIVGAKCTNCIEEEA--AKARVMISS--GAAFITASVLQLIPVCWSAHTVILEFYSPLVPEAQK-----------MEIGASLYLGWAASAMLLVGGSILC
FMGVFLTIAGGKCTNCIEDQD--AKAKVVVAA--GVFFLVGGILCLIPVCWSANSVIKDFYNPTLSDAQK-----------RELGASLFIGWCASGLLLLGGALLC
FFALILGIAGGKCTNFVERED--AKAKVSIAS--GVIFIIAGVLVLVPVCWSANTIIRDFYNPLLTDAQR-----------REMGASLYIGWGVAALLIIGGGILC
FMGMLLTFIGGQCSSCLKNES--SMAKVLILG--GILCIVAGVLLLIPVCWSAAYTISDYVSVTTIQTQK-----------RELGASIYVGWGASAFLLFGGIILC
LIAMFASFAGGKCTNCLADNS--AKALVATTG--GVAFIIAGILGLVPPSWTANTIIRDFYNPLVAEAQK-----------REFGAAIFICWGAAVLLVIGGGLLC
LFGLLVYLAGAKCTTCVEEKD--SKARLVLTS--GIVFVISGVLTLIPVCWTAHAVIRDFYNPLVAEAQK-----------RELGASLYLGWAASGLLLLGGGLLC
LLGLLVAITGAQCTTCVEDEG--AKARIVLTA--GVILLLAGILVLIPVCWTAHAIIQDFYNPLVAEALK-----------RELGASLYLGWAAAALLMLGGGLLC
VLGVMISVMGAKCTNCIEDEG--AKAKVMIVS--GIMFIIAGILDLIPSAWVANQIIRDFYNPLLPGAQQ-----------RELGASIYIGFAAAALLIIGGAMLC
VLSLLILCGGADFTTCIENED--VKPKVTLVS--AIGLILAGLLVIIPVSWAANNVVRDFNNPMVPEAQK-----------RELGPCIYIGWASGVLLILAGGLLC
AFGLLVALVGAQCTNCVQDDT--AKAKITIVA--GVLFLLAALLTLVPVSWSANTIIRDFYNPVVPEAQK-----------REMGAGLYVGWAAAALQLLGGALLC
ALGVLLSVVGGKCTNCLEDES--AKAKTMIVA--GVVFLLAGLMVIVPVSWTAHNIIQDFYNPLVASGQK-----------REMGASLYVGWAASGLLLLGGGLLC
SLAFLIFLIGADCTNCLSNPR--AKGRIVVVS--GITFMLSGLTTVVPVSWTADSIIRDFHNPVVHEALK-----------REMGAALYVGWLTAGFLFVGGAILC
FVALFVTLAGAQCTTCVAPGP--AKARVALTG--GVLYLFCGLLALVPLCWFANIVVREFYDPSVPVSQK-----------YELGAALYIGWAATALLMVGGCLLC
LIALLIGICGMKQVQCTGSNER-AKAYLLGTS--GVLFILTGIFVLIPVSWTANIIIRDFYNPAIHIGQK-----------RELGAALFLGWASAAVLFIGGGLLC
FLAFMMAILGMKCTRCTGDNEK-VKAHILLTA--GIIFIITGMVVLIPVSWVANAIIRDFYNSIVNVAQK-----------RELGEALYLGWTTALVLIVGGALFC
MGALLLCLIGMCNTAFRSSVPN-IKLAKCLVNSAGCHLVAGLLFFLAGTVSLSPSIWVIFYNIHLNKKFEP---------VFSFDYAVYVTIASAGGLFMTSLILF
SLALLLCLTGMCKTACCSKTPDDIKNSRCLVNSSGCHLVAGMLLFLGGAIAMPPSVWFLFHTRHLNERYDH---------LFAVEFGVYVAIGSAGGLILAALLMF
ALGICTSTVGMKCTRLGGDRE--TKSHASFAG--GVCFMSAGISSLISTVWYTKEIIANFLDLTVPESNK-----------HEPGGAIYIGFISAMLLFISGMIFC
SLACIISVVGMRCTVFCQESR--AKDRVAVAG--GVFFILGGLLGFIPVAWNLHGILRDFYSPLVPDSMK-----------FEIGEALYLGIISSLFSLIAGIILC
GIACACAVIGMKCTRCAKGTP--AKTTFAILG--GTLFILAGLLCMVAVSWTTNDVVQNFYNPLLPSGMK-----------FEIGQALYLGFISSSLSLIGGTLLC
GLSTLVSFVGMKCTTCLSEAPQ-VKSKVALAG--GVLFITGGLFALIATSWYGEKIRQKFFDPFTPTNAR-----------YEFGKALYVGWGSSALSIIGGSLLC
FVAMVLSVVGMKCTRVGDSNPI-AKGRVAIAG--GALFILAGLCTLTAVSWYATLVTQEFFNPSTPVNAR-----------YEFGPALFVGWASAGLAVLGGSFLC
FLAMFVATMGMKCTRCGGDDKV-KKARIAMGG--GIIFIVAGLAALVACSWYGHQIVTDFYNPLIPTNIK-----------YEFGPAIFIGWAGSALVILGGALLS
VAGLGVASMGMKCTNCGGDDKV-KKSRIAMTG--GIILSVGALCSIVACGWFTSQIIRDFYNPFTPVNTK-----------YEFGAAIFIAWAGAFLDIMGGGMLA
VIAIFVATVGMKCMKCLEDDEV-QKMRMAVIG--GAIFLLAGLAILVATAWYGNRIVQEFYDPMTPVNAR-----------YEFGQALFTGWAAASLCLLGGALLC
FFGSIFALFGMKCTKVGGSDK--AKAKIACLA--GIVFILSGLCSMTGCSLYANKITTEFFDPLFV-EQK-----------YELGAALFIGWAGASLCIIGGVIFC
FLGLLLGIAGLRCTNIGGLELS-RKAKLAATA--GALHILAGICGMVAISWYAFNITRDFFDPLYP-GTK-----------YELGPALYLGWSASLISILGGLCLC
LVGLVLSTMGLNCIKIGSKTEE-SKGKNMFIG--GIIYLIGGLCTMVGVSWYAARVVQEFNDPFYG-GVR-----------FELGSGLYIGWAGAALCMLGGGFQC
GFGFLTLLLGLDCVKFLPDEPY-IKVRICFVA--GATLLIAGTPGIIGSVWYAVDVYVERSTLVLHNIFLG--------IQYKFGWSCWLGMAGSLGCFLAGAVLT
LPAILLLLTVLPCIRMGQEPGV-AKYRRAQLA--GVLLILLALCALVATIWFPVCAHRETT-------------------IVSFGYSLYAGWIGAVLCLVGGCVIL
LPALALLLLAMPCVKVSQETEG-TKHRRAVQG--GLIILVISLCGMVSTVWFPIGKLDGL---------------------MSFGFSLYAGWVGSALCFFAGSVMV
AIGLLVSIFALKCIRIGSMEDS-AKANMTLTS--GIMFIVSGLCAIAGVSVFANMLVTNFWMSTANMYTGMGGMVQTVQTRYTFGAALFVGWVAGGLTLIGGVMMC
FFGILLAIFGLSCTTIAAENAR-LKARMVVAS--GMLHVAGGVSLGTGVCWFAATVLQDYQNPGNQVSAG----------RYVYGEALFVGWAAMVVGILGGIAMC
WLGLLLCVLGDWRINCFMNFTI-EENLLKVAG--GMFLSV-GLLMLVPLSWVTHNIIHGFFNPLLGFSKK-----------VQMGSSLSLAWTSSLLLLLGGILLC
VLSFIVGLIGCWNR----------SKKFIMST--GILLILAGLSMSVAMLLWHYVAYSERYTLDVEPYYKSWEPILKLTSRHNYGWSYIVSWIGIGFIVIGSAFMF

Dre Cldna 92
Dre Cldnb 92
Dre Cldnc 92
Dre Cldnd 92
Dre Cldne 92
Dre Cldnf 92
Dre Cldng 91
Hsa CLDN6 92
Hsa CLDN9 92
Dre Cldnh 91
Dre Cldni 92
Hsa CLDN3 91
Hsa CLDN4 92
Dre Cldnj 89
Hsa CLDN5 92
Hsa CLDN17 92
Hsa CLDN8 92
Hsa CLDN12 98
Dre Cldn12 98
Hsa CLDN20 92
Hsa CLDN2 92
Hsa CLDN14 92
Dre Cldn19 92
Hsa CLDN19 92
Hsa CLDN7 92
Dre Cldn7 92
Hsa CLDN1 92
Hsa CLDN10 91
Hsa CLDN15 90
Dre Cldn10 90
Hsa CLDN16 160
Hsa CLDN11 93
Dre Cldn11 93
Hsa CLDN18 91
Hro HrCldna 92
Mmu Cldn13 91
Cel F53B3.5 47
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