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Supplementary Figure 11. Transcriptome age indices (TAI) for Drosophila tissues, stages and cells. 
 The TAI is weighted expression metric that utilizes evolutionary information to convey the relative age of the 
transcriptome. The libraries with the highest outlier TAI scores are testis, adult male and accessory glands, while the 
next highest cohort includes unsexed developmental stages that include male gonad material (larval imaginal disc/go-
nad, pupal stages, and certain larval stages). Note that the lowest TAI cohort includes all the different cell lines, as well 
as ovaries and early embryos that contain maternally deposited transcriptome.


