S1 Table. Oligonucleotides used in this study to produce aLANA and aLANA mutant expression plasmids

Construction

SIIN

aLANA-SIIN

SlIN-aLANA

ACR-SIIN

AGPE-SIIN

AGE-SIIN

AE-SIIN

AGE1-SIIN

AGE2-SIIN

AE-AGE2-SIIN

aLANA-GEm-SIIN

T7-EGFP-73Ax

pHT2-aLANA/
pHT2-ACR/
pHT2-AGE

GE-SIIN

SIIN-GE-SIIN

PEFIN3-SIIN/
PEFIN3-aLANA-SIIN/
pPEFIN3-AGE-SIIN

pEFin3-H-2Kb

Primer
Kpnl/BamHI-SIIN-Fwd

Kpnl/BamHI-SIIN-Rev

Hindlll-73N-Fwd
Kpnl-73CAstop-Rev

73-Kpnl-TAA-BamHI-Fwd
73-Kpnl-TAA-BamHI-Rev

Sequence

5’-ggtaccagcataattaatttcgaaaagctctaagcggccgcgggatce-3’

5’-ggatcccgcggecgcttagagcttttcgaaattaattatgctggtacce-3’

5’-aagcttggatggtgctictaagatcagg-3’
5’-ggtaccttcatgtggaaatggaaagg-3’

5'-ccatttccacatgaaggtacctaacccgggggatccaccggatctagataa-3’
5'-ttatctagatccggtggatcccccgggttaggtaccttcatgtggaaatgg-3’

H-SIIN-H-73FL-Fwd

H-SIIN-H-73FL-Rev

Hindlll-73N-Fwd
Pstl-73N-Rev

5'-tcagatctcgagctcaagcettggcccgggagcataattaatttcga
aaagctggaagcttggatggtgcttctaa-3’

5'-ttagaagcaccatccaagcttccagcttticgaaattaattatgctcce

gggccaagcttgagctcgagatctga-3’
5’-aagcttggatggtgctictaagatcagg-3’
5'-ctgcagtccgcttccgecttctect-3°

Pstl-73C-Fwd
Kpnl-73CAstop-Rev

Hindlll-73N-Fwd
Pstl-73N-Rev

5’-ctgcaggataaaaaaccctttccatg-3’
5’-ggtaccttcatgtggaaatggaaagg-3’
5’-aagcttggatggtgctictaagatcagg-3’
5'-ctgcagtccgcttccgecttctect-3°

73N-Pstl-GE1-Fwd
SIIN-Pstl-73C-Rev
Pstl-73C-Fwd
Kpnl-73CAstop-Rev

5’-gaaggcggaagcggactgcagggattaacagaattgctagg-3’
5'-tgctggtaccgtcgactgcagcticatgtggaaatggaaagg-3’
5'-ctgcaggataaaaaaccctttccatg-3’
5'-ggtaccticatgtggaaatggaaagg-3’

EGFP-Pstl-73N-Fwd
73C-Pstl-GE-GEP-Rev
EGFP-Pstl-73N-Fwd
GE2-Pstl-GE1-Rev

5'-ctcaagcttcgaattctgcagggatggtgctictaagatcagg-3’
5’-aaagggttttttatcctgcagtacttttatatcatcticag-3’
5'-ctcaagcttcgaattctgcagggatggtgctictaagatcagg-3’
5’-agttataataataacctgcagctcgtcgtcagaatctttac-3’

Pstl-73GE(E)-Fwd
Kpnl-73CAstop-Rev
EGFP-Hindlll-73N-Fwd
SIIN-Pstl-GEP-Rev

5’-ctgcaggttattattataacttctag-3’
5’-ggtaccttcatgtggaaatggaaagg-3’
5'-tcagatctcgagctcaagcttggatggtgctictaagatcagg-3’
5'-tgctggtaccgtcgactgcagtacttitatatcatctticag-3’

GEP-Pstl-E-Fwd
SIIN-Kpnl-73C-Rev

EGFP-Hindlll-73N-Fwd
Cterm-Pstl-E-Rev

5’-gatgatataaaagtactgcagggtaaagattctgacgacgag-3’
5’-gaaattaattatgctggtaccttcatgtggaaatggaaagg-3’

5'-tcagatctcgagctcaagcettggatggtgctictaagatcagg-3’
5’-aaagggttttttatcctgcaggctagaagttataataataa-3’

Pstl-73C-Fwd
Kpnl-73CAstop-Rev

Pstl-73C-Fwd
Kpnl-73CAstop-Rev

5’-ctgcaggataaaaaaccctttccatg-3’
5’-ggtaccttcatgtggaaatggaaagg-3’

5'-ctgcaggataaaaaaccctttccatg-3’
5'-ggtaccticatgtggaaatggaaagg-3’

EGFP-Hindlll-73N-Fwd
73C-Pstl-GE1-Rev
GEm-Kpnl-73C-Fwd
SIIN-Kpnl-73C-Rev

Nhel-T7-Nhel-EGFP-Fwd

Nhel-T7-Nhel-EGFP-Rev

Halo-Nhel-EGFP73-Fwd

Halo-Nhel-SIIN-Rev

EGFP-Hindlll-GE-Fwd
SIIN-Hindlll-GE-Rev

Bglll-SIIN-Bglll-73FL-Fwd

Bglll-SIIN-Bglll-73FL-Rev

EGFP-pEFIN3-Xbal-Fwd
SIIN-pEFIN3-Xbal-Rev

pEFINKb-Xbal-Fwd
pEFINKb-Xbal-Rev

5'-tcagatctcgagctcaagcttggatggtgctictaagatcagg-3’
5'- aaagggttttttatcctgcagccttgacgagtgtgagccacat-3°
5’-gagggtagtgaggaaggtaccgataaaaaaccctttccatg-3’
5'- gaaattaattatgctggtaccttcatgtggaaatggaaagg -3’

5'-tgaaccgtcagatccgctagccccgggtaatacgactcactataggggcetageg

ctaccggtcgccac-3’

5’-gtggcgaccggtagcgctagcccctatagtgagtcgtattacccggggetageg

gatctgacggttca-3’
5'-tacgactcactataggctagccggactcagatctcgagctc-3’

5'-tatccgcgccagctggcetagceagcttticgaaattaattat-3’

5'-tcagatctcgagctcaagcttccggattaacagaattgctagg-3’
5’-cgactgcagaattcgaagcttgaaagggttttttatcttct-3’
5'-tacaagtccggactcagatctcccggg
agcataattaatttcgaaaagctcagatctcgagctcaagcttce-3’
5’-ggaagcttgagctcgagatctgagcttticgaaattaat
tatgctcccgggagatcetgagtccggacttgta-3’

5’-ccggggatcctctagatggtgagcaagggecgag-3’
5’-actagtcgactctagattagagcttticgaaattaatt-3’

5’-ccggggatcctetagatggtaccgtgcacgcetg-3’
5’-actagtcgactctagatcacgctagagaatgagg-3’

Strategy

Ligation

Ligation

Recombination

Ligation

Ligation
Recombination
Ligation
Recombination
Recombination

Ligation

Recombination

Recombination
Ligation
Ligation

Recombination

Recombination

Recombination

Recombination

Recombination

Recombination

Recombination

Recombination



