Supplemental Figure 1
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Supplemental Figure 1. Effects of phenol red and phenol red-free medium on preadipocyte
adipogenic differentiation. Representative images of ORO-stained differentiated adipocytes
from fetal female control (C (F)) and female BPA-gestationally exposed (BPA(F))
preadipocytes at differentiation day 8. Same differentiation protocol as described for Figure
3 was used. Adipocyte differentiation quantification by O.D. (left) value and ORO positive
stain area (right). a#b denotes significant difference at P<0.05.



Supplemental Figure 2
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Supplemental Figure 2. mRNA expression (mean + SE) of early (C/EBPa) and
late (LPL, GLUT4, SREBF1, LEP) stage adipocyte markers in control (open),
BPA (gray) and BPS (closed) male (M) and females (F) perirenal adipose
tissue. N=4-6/group/sex. n.s.: not significant.



Supplemental Table 1

Supplemental Table 1. Primers for quantitative real time PCR.

Gene Primers Length (bp) | Accession

ADIFOS: Reverse | COTTCCTCTAGAGSETEAT
FACTIN- Revérse | CORGAGGCATACAGGEACAS o7 | w_oot00s7s
CASPe- Reverse | GCTCCCOTOCTATGCTAR o7 | xmLor2142500
CHOPI0- Reverse | GETCCTCATACCAGGCTTCE 57 | xm 004006542
CEePe Reverse [ GOTTCAMGCCCCARGT

BLKT-Roverse CCCAGCAGEAGATIETTE 8 | xu 015102053
oR Roverse AOCOGTCAGRACAACACE 71| xm 015097472
oR Reverse SCCCAGTTGATCATG TG TACEAG 6 | NM_001009757
ERRa-Reverse O ARGCGEEAGGCCTRCATE 11 |xw 012102008
FABPi-Roverse | CTCTGETAGOAGTOAGACCD I
GAPDH Reverss | TCACGECCATCACRAAC
SLUT- Reverse [ COGAAGACGOCTOAGAT 132 |Avoast7

SR Revess T CACEACATCRTGCATGD 70 [ ootiiaes
S o [eCTosMCTTTeCToo T
IR Raverse CCTCATCETCRTCRTCCTS o | xwosossarz
[P Reverss T CCTOOCTIACTETORTE R
[EP- Rovere SCCCAGGOATOARGTCCARAT 124 | XM 004008033
VAP Roverse TEGGCTCCTOARCETAT
PERK-Roverse ST TAGCAGRAGAACAGGETE 8 | Xu 015094355
PPARY-Roverse | TTGGGAACCORRTGTCCTE o7 [nw_oo1i0021
RPLoT- Reverse | GACCTAMMACCACABCITETCE 5 |xmots0oa7e0
Soxe-Roverse CCTGAGBTAGAGOTATTIEE 105 | XM 015100742
SRERFI- Roverse | TCCACCACCTCSSBCTTEAT 164 | XM_015098336
T s JerTocomcrocTToce oo [romaireos
SEPis Roverse [ CCTGUACCTGCIGROGACTE 145 | XM 00017459
ZEPazs Fonard | COCGATICCRGCARCCACA

Note: Accession number from NCBI gene database.




