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Visual representation of hsa-miR-138-5p on PDK1

For each transcript, the interaction is shown as a vertical blue line above the sequence. It is possible to zoom to sequence level for each transcript by clicking Details
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Figure 3

Human PDK1 ENST00000282077.3 3' UTR length: 12700
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Human UUUU--AGAUU-UUA-U----AGGAGCUAAUUU--=-=-=-=-=-~ GUCCACCAGCA--UUAAUGUAACA--
Chimp UUUU--AGAUU-UUA-U----AGGAGCUAAUUU--~---~---- GUCCACCAGCA--UUAAUGUAACA--
Rhesus UUUU--AGAUU-UUA-C----AGGAGCUAUUUU--------- GUCCACCAGCA--UUAAUGUAACA--
Squirrel UUUU--AGAUUCUUA-AA---AUGAGCUAUUUU--=-~=---- GUCUACCAGCA--UUAAUGUUAUG--
Mouse UUUU--AGAUUCUUA-AG---GUGAGCCAUUUU--===-===-~ GUCUGCCAGCG--AUAGUUUUAUG- -
Rat UUUU--AGAUUCAUA-GG---GUGAGCCAUUUU-=--=-=-==-=-~ GUCUGCCGGUA - -UUUGUUCUGUGGU
Rabbit UUUUCAAGAUUCUUA-G----CUG----- UUUU-= === === GAGCACCAGGA--UUAAU---AUG--
Pig UUUU--AGAUUAUUA-C--====~~ ACUGUUUU---====~-~ UCCCACCAGCAU-UUAAUAUGAUG--
Cow UUUU--AGAGUCUUA-C---=-=-=--- ACUCUCUU---~===== UCCCACCAGCAU-UUAAUAUGAUG- -
Cat UUUU--AGAUUCUUA-G--=-==-=-=-- GCUGUUUC-=-=-=====~ GUCCACCAGCAU-UUAAUGUGAUG--
Dog UUUU--AAAUUCUUA-G----=---- GUUGUUUU-=-==-===-~ GUCCACCAGCAU-UUAGUGUGAUG- -
Brown bat UUUU--AGAUUUUUU-U------ ACACUCCUUU-=-======~ GCCCAUUAACAU-UUAAUGUGAUG- -
Elephant UUUU--AGGUUCUUA-U----GUGAGCUCUUUU-=-~-===~=~ CUCCACCAGCA--UCAAU-CAAUG--

Opossum CAAC--AAUUCUUGA-UGGCUCUAAGCCAUUUUAAAACUUAUAUCCACCAGGAU-CUAAU---=--~-~

Sites with higher probability of preferential conservation
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