Figure S3. Heat map of the differentially abundant proteins present in A) Aragon, B) Gladis.
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calmodulin v v
cytosolic sulfotransferase 12-like v|v
eukaryotic translation initiation factor 5A-2 v v
small heat shock protein, chloroplastic \/ \/
PHD finger protein ALFIN-LIKE 2-like v v
alcohol dehydrogenase 2 v v
probable lipid-A- ide synthase, mitocl /
actin-51 (Fragment) v v
uncharacterized protein LOC101257285 v \/
F-box/WD-40 repeat-containing protein At5g21040-like \/

growth-regulating factor 9-like
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annexin p34

14-3-3 protein 2

S ASASANASANANASAY
<

protein LURP-one-related 10-like v
putative cyclin-D6-1 v
uncharacterized protein LOC101252956 v

seed biotin-containing protein SBP65-like isoform X1 ViV
vacuolar H+-ATPase A2 subunit isoform vV v
pathogenesis-related protein STH-2-like v
ATP-dependent Clp protease v
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E3 ubiquitin-protein ligase CHIP

calcium-dependent protein kinase

SBT1 protein precursor

SKP1-like protein 21 isoform X1

heat shock cognate 70 kDa protein 2

heavy metal-associated isoprenylated plant protein 26-like
growth-regulating factor 9-like

CBL-interacting protein kinase

ADP/ATP translocator

cell division cycle protein 48 homolog

GDSL esterase/lipase EXL3-like

sufE-like protein 2, chloroplastic isoform X2
dihydroflavonol-4-reductase

40S ribosomal protein S3a

268 protease regulatory subunit 7 homolog A-like
alcohol dehydrogenase 2

F-box protein At4g00755-like

enolase

pentatricopeptide repeat-containing protein At1g80270
ATP synthase subunit beta, chloroplastic
phosphomethylpyrimidine synthase, chloroplastic
aldo-keto reductase family 4 member C9
argininosuccinate lyase

Linoleate 9S-lipoxygenase B

F-box/WD-40 repeat-containing protein At5g21040-like

sucrose synthase 7-like

zinc finger CCCH domain-containing protein 46-like isoform X2

mannan endo-1,4-beta-mannosidase 3
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1-aminocyclopropane-1-carboxylate oxidase homolog isoform 1 v

cytochrome P450 85A1

Proteins abundance variation is reported for comparisons between treated and non- treated (nt) plants.

Red: over-abundant proteins in the treatment compared to nt; green: under-abundant proteins in the

treatment compared to nt; black: no difference in abundance between the treatment and nt; grey:

protein absent.
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