S4 Fig. The alignment of flavivirus amino acid sequences around the NS4B-NS5. (A) The
sequence of the natural cleavage sites of the NS3 protease in the NS4B and NS4B/NS5 boundary of
the polyprotein precursor. Identical residues are shaded in black and conserved residues are shaded in
light grey. (B) Percent identity for flavivirus NS3 protease domain. The amino acid sequences of NS3
protease domain for DENV-1/Hawaii, DENV-3/H-87, DENV-4/H241, Zika virus/PRVABC59,
JEV/Beijing-1 are aligned with DENV-2/16681 using the Vector NTI-AlignX software.
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