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Supplementary Figure 1. SEC elution profiles of the purified recombinant PICP (a) and
PIIICP (b). The purified PICP (1 mg injection) and PIIICP (0.1 mg injection) was injected into
an FPLC system and an HPLC system, respectively, which equipped with a Superdex™ 200
10/300 GL (10 mm % 300 mm; GE Healthcare) size exclusion column. The relatively high
amount of purified PICP (1 mg) was injected to monitor the presence of unassembled free
dimers or monomers. Arrows indicate the eluted positions of the molecular weight standards
(blue dextran, 3,000 kDa; alcohol dehydrogenase, 150 kDa; bovine serum albumin, 66 kDa;
cytochrome c, 12 kDa).
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Supplementary Figure 2. Western blot analysis of one step further purified PICP.

The purified PICP using Ni-NTA agarose column was further purified with an anti-c-myc
antibody-conjugated agarose bead to monitor free monomers or homotrimers. The bound and
unbound fractions were subjected to SDS-PAGE in non-reducing or reducing conditions, and

the gel was blotted with anti-His antibody (left) and anti-c-myc antibody (right).
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each peak area in the electropherogram.
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Supplementary Figure 3. Another example of SDS-CGE analysis of purified recombinant
PICP and PIIICP, shown in Fig. 2b,c. (a) Gel-like image of SDS-CGE analysis of the purified
recombinant PICP and PIIICP. (b) Electropherogram of SDS-CGE analysis of the recombinant
PICP and PIIICP shown in (a). Significant peaks are marked with black arrow heads, with the

calculated molecular weights. The inset table below shows the precise quantity and ratio of
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Supplementary Figure 4.

Full-length blots corresponding to Fig.1d. Indicated parts (red box) are shown in Fig.1d.
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Supplementary Figure 5.
Indicated parts (red box and red graph) are shown in Fig.2b, c.
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Full-length blots corresponding to Fig.4a. Indicated parts (red box) are shown in Fig.4a.
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Supplementary Figure 7.

Full-length blots corresponding to Fig.5c. Indicated parts (red box) are shown in Fig.5c.
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