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Supplementary Figure 1. The enriched GO and KOG molecular functions for all 

salivary gland-expressed genes. 

 

 

 

 

 



 

 

Supplementary Figure 2. The KEGG pathway for all salivary gland-expressed 

genes. A: Cellular Processes; B: Environmental Information Processing; C: 

Genetic Information Processing; D: Metabolism; E: Organismal Systems. 

 

 

 

 

 

 

 

 

 



 

 

Supplementary Figure 3. The full-length gels for each unigenes presented in 

Figure 5a. 

 

 

 

 



 

 

 

 

 

 



 

 

 

 

 

Supplementary Figure 4. The full-length gels for each unigenes presented in 

Figure 6a. 

 



 

 

 

 


