Table SS. Gene expression of transposases in the Cardinium hertigii cEper1 genome.

Mean normalized counts of cEperl expression

Amino
Locus tags Current acid
& . . identities 1*male 2" male 3" male 1%female 2" female 3"female
from Penz et GenBank locus Best blast hit (GenBank accession no.) . . . L . .
1 2 to best replicate replicate replicate replicate replicate replicate
al., 2012 tag .
blast hit
(%)
IS6 family transposase [Cardinium endosymbiont of
CAHE_0001 AL022_RS00010 Bemisia tabaci] (WP_034576929.1) 89 162.07 136.56 180.53 133.62 123.89 76.25
IS6 family transposase [ Cardinium endosymbiont cBtQ1 of
CAHE_0031 AL022_RS00155 Bemisia tabaci] (CDG50390.1) 88 298.33 287.31 287.29 276.91 255.99 208.35
CAHE 0041  AL022 RS00195  Lransposase [Cardinium endosymbiont of Lvodes 87 59093 56486 58235 50348  507.49 42851
scapularis] (ACZ36949.1)
CAHE_0085  AL022 RS00305  ransposase [Cardinium endosymbiont of Lvodes 87 60957 54270 61438  SIS00 46645 399.51
scapularis] (ACZ36949.1)
1S256 family transposase [Cardinium endosymbiont of
CAHE_0086 AL022_RS00400 Bemisia tabaci] (WP_051602130.1) 92 134.82 106.41 99.00 99.73 77.62 82.69
1S3 family transposase, ssgr IS150 [Cardinium
CAHE_0089 AL022_RS00415 endosymbiont cBIQ1 of Bemisia tabaci] (CDGA9338.1) 89 681.29 575.51 644.47 505.42 556.00 209.42
IS6 family transposase [Cardinium endosymbiont cBtQ1 of
CAHE_0090 AL022_RS00420 Bemisia tabaci] (CDG50390.1) 96 67.41 70.94 103.85 61.97 61.20 37.59
ISNCY family transposase [Cardinium endosymbiont
CAHE_0179 AL022_RS00820 CBtQI of Bemisia tabaci] ( CDG50399.1) 81 269.65 354.70 395.03 303.06 37241 331.85
IS6 family transposase [ Cardinium endosymbiont cBtQ1 of
CAHE_0284 AL022_RS01290 Bemisia tabaci] (CDGS0390.1) 88 73.15 78.03 75.71 65.84 37.32 40.81
IS6 family transposase [Cardinium endosymbiont cBtQ1 of
CAHE_0285 AL022_RS01295 Bemisia tabaci] ( CDG50390.1) 86 499.13 593.24 710.47 513.16 535.85 292.12
IS3 family transposase, ssgr IS150 [Cardinium
CAHE_0370 AL022_RS01695 endosymbiont cBtQ1 of Bemisia tabaci] (CDGA9338.1) 90 687.02 651.77 644.47 559.64 583.62 264.19
CAHE_ 0447  AL022_RS02080 o> family transposase [Cardinium endosymbiont of 90 7171 6385  79.59 60.03 60.45 4511

Bemisia tabaci] (WP_034576548.1)




Hypothetical protein [Cardinium endosymbiont of Bemisia

CAHE0471  ALO22 RS02195 [ POReNeilBoicin Lo 88 28112 28376 31156  224.63 221.66 121.36
CAHE_0500  AL022_RS02325 ?;2;‘;5’;;1?‘3(&%’2"31’6”9’2’;" l‘znd"symbi"m of Ixodes 83 104129 92489 92012 759.09 753.78 651.89
CAHE_0515  AL022_RS02385 (T\;‘j‘;‘iggj‘?%[g‘;’ ‘f;”i“’" endosymbiont of Bemisia tabaci] - g 38.73 2660  28.15 28.08 35.08 33.29
CAHE 0516 AL022 RS02390 oo tamily ;Zi?fpgij‘lﬁféscl“ggzg‘z"ﬁ‘;'“d"symbi"m of 88 43.03 5400 7182 5616 4851 59.07
CAHE_0517  AL022_RS02395 Ejm f,i?;‘ii ZZII‘]SI(’%E'_"'O[SCIZS?%';”{ )end"symbi"m of 91 177.85 173.80 193.15 161.69 147.02 147.13
CAHE_0539  AL022_RS02470 Eiﬂiﬁ?ef@?i _"5;’;‘282[22“5’ ‘f;”i“'" endosymbiont of Bemisia g 430 10.64 14.56 3.87 6.72 430
CAHE_0540  AL022_RS02475 g;‘;ig‘;i‘?%%g‘g f;”i“’" endosymbiont of Bemisia tabacil ¢ 347.10 40347 43191 41731 330.62 224.46
CAHE 0541  AL022_RS02480 Sfiszﬂgigﬁnsgﬁéﬂsifsgf;ﬁ};2}2?5“’;%’8 osssny % 75874 69344 75318 614.83 645.56 202.12
CAHE_0542  AL022_RS02485 mi%‘f;f%gg"f)“ [Candidatus Amoebophilus asiaticus] 1 456.10 45136 480.18 32339 380.62 90.21
CAHE_0547  AL022_RS02505 gfls:xllgigﬁnjg‘t’aﬁs‘zfsgi‘;nﬁ};?azizl.’]dig’ci‘]’)"é s03381) 0 77738 70763 689.12 597.40 553.02 254.53
CAHE_0551  AL022_RS02520 (T:g‘ég’z;f; l[fiCke”Si“ parkeri str. Portsmouth] 75 91794 97809 97835  963.39 905.28 976.23
CAHE_0553  AL022_RS02530 giz‘c’g“;&f;l_gg‘f;‘g%3“’1‘1)’”’”'" endosymbiont of Bemisia g5 48479 52141 55226 42021 404.50 205.13
CAHE_0554  AL022_RS02535 (Tgfr(g;“;zrs";‘f;‘bi““e XerD [Legionella nautarum 87 67.41 59.41 59.21 66.81 63.44 53.70
CAHE_0594  AL022_RS02710 %ﬂ?ﬁ‘%&;{gg‘fg%gg;’ld)’”’“m endosymbiont of Bemisia g 158059 156601 171309 146300 121500 75070
CAHE 0601  AL022 RS02735 oo mily ;Zi?f?g;;ieogclgg‘élf;g”; )end"symbi"m of 95 4877 7626 6697  70.68 67.17 60.14
CAHE_ 0602  AL022_RS02740 Zsesm f;;‘;‘z ZZII‘]SP(’;’;;S_"'O%%‘%’;%”{ )end"symbi"m of 90 73.15 4522 55.32 69.71 53.73 61.22
CAHE_0609  AL022_RS02775 gfgfoffagzlg;ﬁi‘;‘;iﬁ‘}é%gg’g’;’;’g" le)ndosymbiom 87 34.42 39.90 56.29 31.95 37.32 17.18
CAHE_0610  AL022_RS02780 1> family transposase [ Cardinium endosymbiont of 90 84.62 66.51 91.24 67.78 5821 60.14

Bemisia tabaci] (WP_034576548.1)




Hypothetical protein [Cardinium endosymbiont of Bemisia

CAHE_0611  AL022 Rs02785 30 o B o) 90 60.24 7271 65.03 78.43 67.91 75.18
CAHE_0627  AL022_RS02865 Jlgsefnfla;zlz b‘;acrl?]sp("vsflfigf;%’;’;;’_’l‘;“d"symbiom of 89 187.89 190.65 255.26 185.90 194.04 104.17
CAHE_0631  AL022_RS02885 3;2;;‘1’;;??6(/&%’2’?2’%7f)“dosymbi"m of Ixodes 83 106137 99228 85897  766.84 73139 623.97
CAHE_0682  AL022_RS03130 (T:i‘;‘fg?fgg E)C“”d"d“’“s Amoebophilus asiaticus] 78 68.85 58.53 8250 4938 4627 39.74
CAHE_0683  AL022_RS03135 mi%‘ggg;’;‘;“’f)“ [Acinetobacter sp. CIP 102529] 65 51.63 33.70 32.03 28.08 34.33 42.96
CAHE_0686  AL022_RS03140 Slflggﬁgléﬁnsg‘t’aafzfsggn{ill ;?agi?i’]dég’g’g 49338.1) 90 695.63 612.75 658.06 543.18 515.70 220.16
CAHE_0688  AL022_RS03145 gfgfoffaggzlg;‘i};‘;ﬁe ([chgégg‘gi‘i‘)‘d"symbi"m 86 78742 813.16 801.71 1309.05 540.33 652.97
CAHE_0689  AL022_RS03150 (T‘f;‘;iggf;;‘}zc;g ‘113""”'” endosymbiont of Bemisia tabaci] g 3012 3104 3397 55.19 26.87 1933
CAHE_0708 AL022_RS03240  Transposase [Rickettsia felis URRWXCal2] (AAY60952.1) 75 735.79 669.50 715.32 583.84 617.20 640.08
CAHE_0738  AL022_RS03385 51 11 ;gj;ﬂgg?&‘,’;igﬁgggfZﬁ'f’ﬁ““”ium 51 1662.34 149951 155197  1185.11 1235.15 1229.68
CAHE_0739  AL022_RS03390 ?jsii;agzg]a?é&l,’;ig?l gcogg‘éi;if;" endosymbiont of 88 309.81 253.61 26400 31467 235.84 241.64
CAHE_0787  AL022_RS03655 ?efnfgzlz ]J‘Z"C‘;]Sp("g]a)ségggggf’f;”m endosymbiont cBIQI of g 24670  228.78 264.97 201.39 147.02 108.47
CAHE_0809  AL022_RS03760 %‘;‘C’g“z&fgl_gg‘fgg;{fgﬁd)""""’" endosymbiont of Bemisia o 25961 21548 21935  243.99 217.18 12351
CAHE_0810  AL022_RS03765 iizsg;ﬁyi;ﬁnsgfaals‘zfsgifnﬂfl.la5gﬂ[gigl.’]dég’g’g 49338.1) 90 74296 71295 699.79 602.24 598.54 279.23
CAHE_0811  AL022_RS03770 iiif:;?ﬂgigﬁnjgﬁéﬁsifsgifnﬁ};211[95?1.’]""?(’;‘1‘)”65038 sy 8 48909 46280 49209 38342 387.34 143.91
CAHE_0816  AL022_RS03795 (T/;;rggzz‘;;f l[f’bke”‘”'“ parkeri str. Portsmouth] 74 598.10 57817 60856  529.62 660.49 561.68
CAHE_0818  AL022_RS03805 i‘zsa(’cl;a(sé][)%‘;’(‘)iiggf’l”) endosymbiont cBIQI of Bemisia 85 50057 48594  499.85 397.94 323.15 253.45
CAHE_0823  AL022_RS03825 ifllljo(;fj?;;ydg]a’gg‘;s_ag‘f 4[709’511"25’10.’;)““‘3”'“’" 51 162648 157045 152673 1230.62 1263.51 1101.88
CAHE_0824  AL022_RS03830  Resolvase [Enterobacter cloacae complex sp. GNO2I41] o 238.09 231.44 231.97 174.28 165.68 138.54

(WP_047721425.1)




CAHE_0826  AL022_RS03835  DDE transposase [Salmonella enterica] (WP_001525361.1) 77 7602 46.11 5435 4551 28.36 50.48
CAHE_0827  AL022_RS03840 5’3;252?;21??35’;’533&526’{%’?3“””’”’" 51 165947 153675 155197  1204.48 1289.63 1169.54
CAHE_0828 AL022_RS03845  Integrase [Legionella pneumophila] (WP_061504282.1) 78 45.90 24.83 42.71 18.40 20.90 34.37
CAHE_0830  AL022_RS03850 gii‘c’g“;&f;l_gg‘f;‘g%3“’1‘1)’"’”'" endosymbiont of Bemisia g 120767 1239.69 132776 105828 102469 59282
CAHE 0831  AL022 RS03855 o lomily b‘;i‘;]sfzg;;ieogi‘;;‘é’;%”; )e“d"symbi"m of 89 50487 55511 56003 425.05 388.83 262.05
CAHE_0833  AL022_RS03865 gﬁ(‘:‘;‘;‘;ﬁ;ﬁ“ﬁg‘;&s‘zfs;ifn Iiiilasgz[biziqdégi]grgﬁo_%f% sy 88 69133 67039 72891 57029 568.69 266.34
CAHE_p0001  AL022_RS03915 5’3;252?;21??35’;’533&526’{2”;?3“”””’" 51 1917.64 174071  1721.82  1337.13 1385.91 1341.37
CAHE_p0002  AL022_RS03920 gfgfoffalgzlgj;‘;‘f;ie ([chg’;gg‘gielr)‘dosymbio’“ 76 46328 50457 54935 50251 305.24 329.71
CAHE_p0003  AL022_RS03925 3;2;‘;{5’;;1?6(/&%‘2’;’2‘9"2;le)“d"symbi"m of Ixodes 78 190474 167243 157721 143589 133292 1336.00
CAHE_p0004  AL022_RS03930  Integrase [Legionella pneumophila] (WP_042238319.1) 79 19363 17469 19218  167.50 151.50 165.39
CAHE_p0005  AL022_RS03935 gﬁ‘c’g‘e(‘ﬁ,l _"5;’;‘?;‘}5“; ‘fg"i“m endosymbiont of Bemisia ;¢ 115030 122639 140638 124030 91573 719.55
CAHE p0006 ~ AL022 RS03940 oo iy b‘g“crl?]sf’("vsva;iéS’Jgjﬁg’gf’lind"symbi"“t of 90 136401 137448 157332 121319 115530  768.95
CAHE_p0012  AL022_RS03960 g‘;ﬁ;’gﬁﬁfﬁgiﬁ“cwr cloacae complex sp. GNO214L] 4, 238.09 231.44 231.97 174.28 165.68 138.54
CAHE_p0013  AL022_RS03965 g‘l’,‘i%f?%g;‘;“?)“ [Photorhabdus temperatal 36 112018 1150.13 132485 166439  825.42 712.03
CAHE_p0032  AL022_RS04050 ?Byfé’;h(‘)’?g‘;lmpl.‘;‘l.’;ej;bcag]v(—gg(g5E)C;’;_’ i’)”“’" endosymbiont 7889  2.66 1.94 67.78 224 9.67
CAHE_p0039  AL022_RS04080 %‘;ﬁg“é%ljﬁ;’;ggf’ld)’”’“m endosymbiont of Bemisia g, 95811 20129 23779 105828 16568 563.83
CAHE_p0040  AL022_RS04085 ﬁﬁigjﬁ;ﬂg;ﬁ?@;ﬁgﬁ gcogg‘éi;if)m endosymbiont of 88 476.18 1028.64  1034.65  405.69 77841 388.77
CAHE_p0046  AL022_RS04105 gfiﬁg‘g b‘;"c?]sf(’g;lis_eogi‘;%’;’%f’; ;nd"symbi"m of 87 1287.99  524.07 720.18 1195.76 641.83 745.33
CAHE_p0047  AL022_RS04110 15110 family transposase [Ornithobacterium 51 168242  1324.82 157623 125579 1029.17 1188.87

rhinotracheale] (WP_014790141.1)




Hypothetical protein [Cardinium endosymbiont of Bemisia

CAHE_p0062  AL022RS04les , 2POetot PO LCand 84 150170 1596 14.56 134487 8.96 581.01
CAHE_p0063  AL022_RS04170 Jlgse%a;g‘z })‘;ac‘;]sf(’gsl;‘gs[(g‘;’gil’;"”m endosymbiont cBQI of  gq 384.39 1456.94 158691 34275 1154.55 155.72

CAHE_p0064  AL022_RS04175 gﬁi‘;‘;ﬁ;ﬁ“jgféals‘;fsgifnﬂf};fal[]igi’]d"(”c"bl‘)”é5038 sy 88 3336.16 34229 38629 265295  303.00 1115.84
CAHE_p0065 ~ AL022_RS04180  Lransposase [Rickettsia parkeri sir. Portsmouth] 80 114169 303537 313791 111734 2709.12 1007.37

(AFC74898.1)
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