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RPKM

PTTG1

Median RPKM of highest tissue: 78.507
Esophagus-Mucosa 17.038

Vagina: 6.777

Lung: 2.533
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EYA2

14.793

Median RPKM of highest tissue
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TMEM158

Median RPKM of highest tissue: 53.478
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RPKM

CEBPB

Median RPKM of highest tissue: 183.668
Lung: 107.317

Pancreas: 15.543
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RPKM

CTDSP2
Median RPKM of highest tissue: 86.689

Plot Differentiation Scale Sort Outliers Display Filter
m isoform m Gender Log REUCED ABC | A n m off Medians Tissue
CTDSP2 Gene Expression
200
1504
100- . 8
==lin- ll—l.ll—— I |
o —ullE =g .__ .
-l-— mmeses L D
04
Q?Q, (9 \)e .Q &bé”b\lec;\l("s(:&é'(:\é;'é‘l;’;\;'.‘}'@‘@l\éi’e,\'\é‘é';’é‘.@;\é;\"
o é’ ;f ¢ «~‘° < v" O «"9@ o R d,e" T < d,p‘fe RE A, 8@“;@@“@@" fﬁ@"ff 50 S o‘;f;@ pOAK a@f@f?
<9°° P && &‘&Q Sy «e“é@ P @"iﬁfa@ AR é‘@i’;‘,&“" FHiPF LTSS
P& . &7 € & § & oS & NP T o &
Q\» 5 f @e,o S of v“ & & & &9;#? of & & T & '@\e pée%@we'&. & Q;@ P
@Ofp <& ¥ @'f a & S AL R4 Kog f S & & S
5 e & "9@\ 32 &‘9 & & 5’0 & \6‘0 Y
o o 0 < & & & B
& & & &



CTDSPL
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CRABP1
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S100A13
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CTDSP1
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AASDHPPT
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RPKM

TSEN34

Median RPKM of highest tissue: 47.212
Pancreas: 12.385
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SLC34A2

231.278

Median RPKM of highest tissue
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RPKM

COL1A1

Median RPKM of highest tissue: 407.886
Lung: 65.612
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RPKM

DNASE1
Median RPKM of highest tissue: 21.229
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EFHC1
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EPS8L1
Median RPKM: 128.564
Fallopian tube: 8.766
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RPKM

MYOF
Median RPKM of highest tissue: 41.847
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RPKM

ZNF217

Median RPKM of highest tissue: 13.648
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PTPRF
Median RPKM of highest tissue: 47.961
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ATP13A5
Median RPKM of highest tissue: 1.651
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RPKM

ATP13A4
Median RPKM of highest tissue: 23.248
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PSMG3
Median RPKM of highest tissue: 22.559
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RPKM
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Median RPKM of highest tissue: 70.930
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KLK10

Median RPKM of highest tissue: 101.490
Ovary: 6.363
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RPKM

BCAT1
Median RPKM of highest tissue: 13.220
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RPKM

UBXN1
Median RPKM of highest tissue: 107.734
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PEG10

Median RPKM of highest tissue: 139.371
Lung: 6.457
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RPKM

SPON1
Median RPKM of highest tissue: 38.993
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RPKM

NLRP2

Median RPKM of highest tissue: 9.963
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RPKM

DDIT4
Median RPKM of highest tissue: 550.743
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RPKM

LRRC42
Median RPKM of highest tissue: 17.695

Plot Differentiation Scale Sort Outliers Display Filter

Isoform TS cender Log c | & KB | IEH or Medians Tissue

LRRC42 Gene Expression

30

PP EFPPPP P PP PPEY P W P ; PP
fﬁi F4E S @eﬁ@ S 09@?\? £ $§f‘f S P P26 St oé*’e;* i‘ &O@P@;&e{@o@&:&@ \3\&@*} & & \®CP¢1 q@&@z \@69&@\&;@ @gf“ < 6@1 (e@q,é‘b
PR S g o & @ N @”’6&*',;9“ TS TS f o & q";ﬁﬁ‘{)*“ AR @’ﬁ& &, Oy
¢ E R & & & FFFE & &SP S %&* FF TR T T8 & & ‘?9,,9
eﬁ%"’@ i & & & CE TS T TS & CEE S F
$ QE’O o éﬁé’- @ a8 .\9 f &db @ c;s) Q&Q @ o Q}'b
o'gx . & ¢ vgsfﬁ ANy & & i R 05?%&6‘601 -
& ¥ & o < & o Silkat
& & o &
‘0‘9 5 e



Class Il



RPKM

MSLN
Median RPKM of highest tissue: 31.974
Uterus: 2.672
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PTPRF
Median RPKM of highest tissue: 47.961
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RPKM

PTPRS
Median RPKM of highest tissue: 36.965
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UBB
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RPKM

UBC
Median RPKM of highest tissue: 618.042
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UBA52
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RPKM

SQSTM1
Median RPKM of highest tissue: 75.507
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RPKM

LCN2
Median RPKM of highest tissue: 283.185

Lung: 12.842
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FAT1
Median RPKM of highest tissue: 13.844
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LAMA3
Median RPKM of highest tissue: 11.287
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HTRA1
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RPKM

EFEMP2
Median RPKM of highest tissue: 73.192
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RPKM

PRDX2
Median RPKM of highest tissue: 330.525

Plot Differentiation Scale Sort Qutliers Display Filter
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DBN1
Median RPKM of highest tissue: 29.557
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RPKM

DPPA2
Median RPKM of highest tissue: 2.787
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NEO1
Median RPKM of highest tissue: 2.787
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RPKM

CLSTN3
Median RPKM of highest tissue: 2.787
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RPKM

MAGEAS8
Median RPKM of highest tissue: 1.342
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RPKM

MAGEB3
Median RPKM of highest tissue: 3.748
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RPKM

CTAGE1
Median RPKM of highest tissue: 10.915
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TAF7L

Median RPKM of highest tissue: 27.584
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RPKM

TULP2
Median RPKM of highest tissue: 29.924
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RPKM

SYCE1
Median RPKM of highest tissue: 84.477
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ARMC3

15.217

Median RPKM of highest tissue
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RPKM

PBK
Median RPKM of highest tissue: 37.475
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CEP290
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RPKM

SPAGY9
Median RPKM of highest tissue: 31.019
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RPKM

TTK
Median RPKM of highest tissue: 13.590

Plot Differentiation Scale Sort Outliers Display Filter
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RPKM

KIAA0100
Median RPKM of highest tissue: 25.343

Plot Differentiation Scale Sort Outliers Display Filter
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RPKM

DCAF12

Median RPKM of highest tissue: 33.210

Plot Differentiation Scale Sort Outliers Display Filter
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CEP55
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Median RPKM of highest tissue
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ANKRD45
Median RPKM of highest tissue: 13.034
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ARX
Median RPKM of highest tissue: 55.097
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ODF2
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RPKM

ATAD2
Median RPKM of highest tissue: 13.321
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RPKM

TMPRSS12
Median RPKM of highest tissue: 8.800

Plot Differentiation Scale Sort Outliers Display Filter

Isoform m Gender Log m ABC | A n m of Medians Tissue

TMPRSS12 Gene Expression

20
154
104
54
0-
D PR D T T PSP P CDOO P DRSPS RPP D P LD DO D PSP
R R TS TN
£ & &S S o ¢ O, @ T & T oo TS G
é,@) a@-\\"@@ & g *@‘@&q & & Qq;’?@-c’ e}@@) e@‘ T E e 600“\@"%@&? W @*@# N @@@@o“ &é' A
@Qp & i & @QQ x'\? 2 < @é fs'b'\‘ﬁ’o ¥ A ox @ Q@(\%@Q 69\0 &Dbc'? (@‘b ’b\cp - 000 é,’oQ _&Q{k ™ ﬁ{‘
=3 . &
e o« & Fo” ST E e
‘?Q‘ & & & & & e,’a‘é’& ~ @
& ¢ ¥ & & o $
ése o g‘




RPKM

DMRT1
Median RPKM of highest tissue: 21.299
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KIF2C

Median RPKM of highest tissue: 74.968

Esophagus-Mucosa: 3.484

RPKM
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RPKM

MAGEA1
Median RPKM of highest tissue: 4.918
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CTAGES
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RPKM

MAGEAS8
Median RPKM of highest tissue: 1.342
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SYCP1
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XAGE5

Filter
Tissue

Display

Medians

Outliers
A EB EN or

Sort

1.093

Differentiation
EEE cencer

Plot

=T sotorm

Median RPKM of highest tissue

XAGES Gene Expression

WY



ACRBP

Filter
Tissue

Display

Madians

Outliers
+ EB &N or

Sort
ACRBP Gene Expression

ABC

Linear

Scale

277.644

Log

Differentiation
Gender

Plat

8.343
S isoform

Median RPKM of highest tissue

Spleen
%0

&

20

200

o6

WxdY

0+



RPKM

CRISP2

Median RPKM of highest tissue: 554.806
Minor Salivary Gland: 9.827
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RPKM

SPAG17
Median RPKM of highest tissue: 11.971
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CTAGES

1.831

Median RPKM of highest tissue
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